WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
) OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 20, paragraph 58.

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
22 October 1996 97768
C. ADDITIONAL INDICATIYONS (leave blank if not applicable) This information is continued on an additional sheet L1

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADRE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

. E. SEPARATE FURNISHING OF INDICATIONS (teave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
3 This sheet was received with the international application [ This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/R0/134 (January 2001) Pctrol34ep.sollist
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ATCC Deposit No.: 97768
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: 97768

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsucha
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0O/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A, The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 20, paragraph 59.

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
10 December 1998 203518
C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet LJ

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). " Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
2 This sheet was received with the international application [ This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/R0O/134 (January 2001) Pctrol34ep.sollist
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ATCC Deposit No.: 203518
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furmnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: 203518

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsucha
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0O/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2.

B. IDENTIFICATION OF DEPOSIY Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
27 March 2001 PTA-3238
C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet [

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all de:signated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (leave blant if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
] This sheet was received with the international application [ This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/R0O/134 (January 2001) Peiro134ep.sollist
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ATCC Deposit No.: PTA-3238
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of °
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Burean before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: PTA-3238

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. If such a
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2.

B. IDENTIFICATION OF DEPOSIT Further deposiis are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 Umiversity Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
27 March 2001 PTA-3239
C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet LJ

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). - Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (leave biant: if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit”)

For receiving Office use only For International Burean use only
[ This sheet was received with the international application ] This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/R0/134 (January 2001) Petrol34ep.sollist

359
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ATCC Deposit No.: PTA-3239
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the fornishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: PTA-3239

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsucha
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the -
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/RO/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2.

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
27 March 2001 PTA-3240
C. ADDITIONAL INDICATIONS (leave biank if not applicable) This information is continued on an additional sheet L]

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADRE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit”)

For receiving Office use only For International Bureau use only
[3 This sheet was received with the international application 3 This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/RO/134 (January 2001) Pctrol34ep.sollist
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WO 02/02641 PCT/US01/19110

ATCC Deposit No.: PTA-3240
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample-shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: PTA-3240

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsucha
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0O/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WO 02/02641 PCT/US01/19110

INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 135is)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2. .

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
27 March 2001 PTA-3241
C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet O

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (eave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
1 This sheet was received with the international application [ This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/RO/134 (January 2001) Peirol34ep.sollist
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ATCC Deposit No.: PTA-3241
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application. ‘

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: PTA-3241

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection {by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsucha
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0O/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2.

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard
Manassas, Virginia 20110-2209

United States of America
Date of deposit Accession Number
27 March 2001 PTA-3242
C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet L1

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed to be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (Teave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
[ This sheet was received with the international application 1 This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/RO/134 (Januvary 2001) Petrol34ep.sollist
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ATCC Deposit No.: PTA-3242
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. Ifsuch a
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish. Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/RO/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM
OR OTHER BIOLOGICAL MATERIAL

(PCT Rule 13bis)

A. The indications made below relate to the deposited microorganism or other biological material referred to in the
description on page 145, Table 2.

B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet

Name of depositary institution: American Type Culture Collection

Address of depositary institution (including postal code and country)
10801 University Boulevard

Manassas, Virginia 20110-2209

United States of America

Date of deposit Accession Number

27 March 2001 PTA-3243

C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet L]

D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States)

Europe

In respect of those designations in which a European Patent is sought a sample of the deposited microorganism will be made available
until the publication of the mention of the grant of the European patent or until the date on which the application has been refused or
withdrawn or is deemed o be withdrawn, only by the issue of such a sample to an expert nominated by the person requesting the
sample (Rule 28(4) EPC). Continued on additional sheets

E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable)

The indications listed below will be submitted to the international Bureau later (specify the general nature of the indications e.g., "Accession
Number of Deposit")

For receiving Office use only For International Bureau use only
[ This sheet was received with the international application [ This sheet was received by the International Bureau on:
Authorized officer Authorized officer
Revised Form PCT/RO/134 (January 2001) Pctro134ep.sollist
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ATCC Deposit No.: PTA-3243
CANADA

The applicant requests that, until either a Canadian patent has been issued on the basis of an
application or the application has been refused, or is abandoned and no longer subject to
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of
a sample of the deposited biological material referred to in the application to an independent
expert nominated by the Commissioner, the applicant must, by a written statement, inform the
International Bureau accordingly before completion of technical preparations for publication
of the international application.

NORWAY

The applicant hereby requests that the application has been laid open to public inspection (by
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent
Office without having been laid open inspection, the furnishing of a sample shall only be
effected to an expert in the art. The request to this effect shall be filed by the applicant with
the Norwegian Patent Office not later than at the time when the application is made available
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has
been filed by the applicant, any request made by a third party for the furnishing of a sample
shall indicate the expert to be used. That expert may be any person entered on the list of
recognized experts drawn up by the Norwegian Patent Office or any person approved by the
applicant in the individual case.

AUSTRALIA

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of
the application, to a person who is a skilled addressee without an interest in the invention
(Regulation 3.25(3) of the Australian Patents Regulations).

FINLAND

The applicant hereby requests that, until the application has been laid open to public
inspection (by the National Board of Patents and Regulations), or has been finally decided
upon by the National Board of Patents and Registration without having been laid open to
public inspection, the furnishing of a sample shall only be effected to an expert in the art.

UNITED KINGDOM
The applicant hereby requests that the furnishing of a sample of a microorganism shall only
be made available to an expert. The request to this effect must be filed by the applicant with

the International Bureau before the completion of the technical preparations for the
international publication of the application.
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ATCC Deposit No.: PTA-3243

DENMARK

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish
Patent office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the Danish Patent Office not later that at the time when the application is made
available to the public under Sections 22 and 33(3) of the Danish Patents Act. If such a
request has been filed by the applicant, any request made by a third party for the furnishing of
a sample shall indicate the expert to be used. That expert may be any person entered on a list
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in
the individual case.

SWEDEN

The applicant hereby requests that, until the application has been laid open to public
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish
Patent Office without having been laid open to public inspection, the furnishing of a sample
shall only be effected to an expert in the art. The request to this effect shall be filed by the
applicant with the International Bureau before the expiration of 16 months from the priority
date (preferably on the Form PCT/R0O/134 reproduced in annex Z of Volume I of the PCT
Applicant’s Guide). If such a request has been filed by the applicant any request made by a
third party for the furnishing of a sample shall indicate the expert to be used. That expert may
be any person entered on a list of recognized experts drawn up by the Swedish Patent Office
or any person approved by a applicant in the individual case.

NETHERLANDS

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the
date on which the application is refused or withdrawn or lapsed, the microorganism shall be
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to
an expert. The request to this effect must be furnished by the applicant with the Netherlands
Industrial Property Office before the date on which the application is made available to the
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands,
whichever of the two dates occurs earlier.
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WHAT IS CLAIMED IS.

1. An antibody that immunospecifically binds to BLyS comprising a first amino
acid sequence at least 95% identical to an second amino acid sequence selected from the
group consisting of:

) an amino acid sequence comprising the amino acid sequence of a VHCDR
of any one of the scFvs of SEQ ID NOS:1 through 2128; and

(b) an amino acid sequence comprising the amino acid sequence of a VLCDR

of any one of the scFvs of SEQ ID NOS:1 through 2128.

2. The antibody of claim 1, wherein the second amino acid sequence consists of
the amino acid sequence of a VHCDR3 of any one of the scFvs of SEQ ID NOS:2129

through 3227.

3. The antibody of claim 1, wherein the second amino acid sequence consists of
the amino acid sequence of a VH domain of any one of the scFvs of SEQ ID NOS:1

through 2128.

4. The antibody of claim 3 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1 through 1562.

5. The antibody of claim 4 in which said antibody immunospecifically binds to

both the soluble form and membrane-bound form of BLyS.

6. The antibody of claim 4 in which said VH domain consists of the amino acid
sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1 through 46 and

321 through 329.
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7. The antibody of claim 6 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 2, 9, and 327.

8. The antibody of claim 4 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 834 through 872.

9. The antibody of claim 3 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1563 through 1380.

10The antibody of claim 9 in which, and in which said antibody

immunospecifically binds to the soluble form of BLyS.

11. The antibody of claim 9 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1563 through 1569.

12. The antibody of claim 9 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1570 through 1595.

13. The antibody of claim 3 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1881 through 2128.

14. The antibody of claim 13 in which said antibody immunospecifically binds to

the membrane-bound form of BLyS.

15. The antibody of claim 13 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1881 through 1885.

16. The antibody of claim 13 in which said VH domain consists of the amino acid

sequence of the VH domain of any one of the scFvs of SEQ ID NOS: 1886 through 1908.
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17. The antibody of claim 1, wherein the second amino acid sequence consists of
the amino acid sequence of a VL domain of any one of the scFvs of SEQ ID NOS:1

through 2128.

18. The antibody of claim 17 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1 through 1562.

19. The antibody of claim 18 in which said antibody immunospecifically binds to

both the soluble form and membrane-bound form of BLyS.

20. The antibody of claim 18 in which said VL domain consists of the amino acid
sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1 through 46 and

321 through 329.

21. The antibody of claim 20 in which said VL domain consists of the amino acid

seqﬁence of the VH domain of any one of the scFvs of SEQ ID NOS: 2, 9, and 327.

22. The antibody of claim 18 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 834 through 872.

23. The antibody of claim 17 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1563 through 1880.

24.The antibody of claim 23 said antibody immunospecifically binds to the

soluble form of BLyS.

25. The antibody of claim 23 in which said VL domain consists of the amino acid

sequence of the VL. domain of any one of the scFvs of SEQ ID NOS: 1563 through 1569.
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26. The antibody of claim 23 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1570 through 1595.

27.The antibody of claim 17 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1881 through 2128.

28.The antibody of claim 27 in which said antibody immunospecifically binds to

the membrane-bound form of BLyS.

29. The antibody of claim 27 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1881 through 1885.

30. The antibody of claim 27 in which said VL domain consists of the amino acid

sequence of the VL domain of any one of the scFvs of SEQ ID NOS: 1886 through 1908.

31. The antibody of claim 3, which also comprises an amino acid sequence at least
95% identical to the amino acid sequence of a VL domain of any one of the scFvs of SEQ

ID NOS:1 through 2128.

32. The antibody of claim 31, wherein the VH and VL domains are from the same

scFv.

33. The antibody of claim 32, wherein the scFv is the scFv of SEQ ID NO:2.

34. The antibody of claim 32, wherein the scFv is the scFv of SEQ ID NO:9.

35. The antibody of claim 32, wherein the scFv is the scFv of SEQ ID NO:327.

36. The antibody of claim 1 wherein the first amino acid sequence is identical to

the second amino acid sequence.
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37. The antibody of claim 36 wherein the second amino acid sequence consists of

the amino acid sequence of a VH domain of any one of the scFvs of SEQ ID NOS:1

through 2128.

38. The antibody of claim 36 wherein the second amino acid sequence consists of

the amino acid sequence of a VL. domain of any one of the scFvs of SEQ ID NOS:1

through 2128.

39. The antibody of claim 37 which also comprises an amino acid sequence 100%

identical to the amino acid sequeﬁce of a VL domain of any one of the scFvs of SEQ ID

NOS:1 through 2128.
40. The antibody of claim 39, wherein the scFv is the scFv of SEQ ID NO:2.
41. The antibody of claim 39, wherein the scFv is the scFv of SEQ ID NO:9.
42_ The antibody of claim 39, wherein the scFv is the scFv of SEQ ID NO:327.
43. The antibody of claim 1 through wherein the BLyS is a BLyS homotrimer.

44.The antibody of claim 43, wherein the individual protein components of the

BLyS homotrimer consist of the mature form-of BLyS.

45. The antibody of any one of claims 1 through 44, wherein the BLyS is a BLyS

heterotrimer.

46. The antibody of claim 45, wherein the BLyS heterotrimer comprises at least

one BLyS polypeptide and at least one APRIL polypeptide.
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47. The antibody of claim 46, wherein the BLyS polypeptide consists of the mature
form of BLyS and the APRIL polypeptide consists of the mature form of APRIL.

48.The antibody of any one of claims 1 through 47, wherein the antibody is
selected from the group consisting of:

(a) a whole immunoglobulin molecule;

(b) an sckv;

©) a monoclonal antibody;

(@D a human antibody;

(e) a chimeric antiﬁody;

@ a humanized antibody;

(2 a Fab fragment;

(h) an Fab' fragment;

® an F(ab")2;

G) an Fv; and

- (k) a disulfide linked Fv.

49.The antibody of claim 3 or 37, which also comprises a heavy chain
immunoglobulin constant domain selected from the group consisting of:

(a) a human IgM constant domain;

(b) a human IgG1 constant domain;

(c) a human IgG2 constant domain;

(d) a human IgG3 constant domain;

(e) a human IgG4 constant domain; and

® a human IgA constant domain.
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50.The antibody of claim 17 or 38, which also comprises a light chain
immunoglobulin constant domain slecetd from the group consisting of:
(a) a human Ig kappa constant domain;

(b)  ahuman Ig Jambda constant domain.

51.The antibody of any one of claims 1 through 50, wherein the antibody has a
dissociation constant (K,) selected from the group consisting of:

(a) a dissociation constant (K;) between 107 M and 10° M;

(b)  adissociation constant (K,) between 10° M and 10° M;

(c)  adissociation constant (Kp) between 10° M and 107° M;

(d)  adissociation constant (Kp) between 10" M and 10™ M;

(e)  adissociation constant (Kp) between 10" M and 102 M; and

® a dissociation constant (Kp,) between 102 M and 10 M.

52.The antibody of any one of claims 1 through 51, wherein the antibody is

conjugated to a detectable label.

53. The antibody of claim 52, wherein the detectable label is a radiolabel.

54.The antibody of claim 53, wherein the radiolabel is '*I, I, '![n, Y, *Tc,

771, '*Ho, or *Sm.

55.The antibody of claim 52, wherein the detectable label is an enzyme, a

fluorescent label, a luminescent label, or a bioluminescent labet.

56.The antibody of any one of claims 1 through 51, wherein the antibody is

biotinylated.
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57.The antibody of any one of claims 1 through 51, wherein the antibody is

conjugated to a therapeutic or cytotoxic agent.

58. The antibody of claim 57, wherein the therapeutic or cytotoxic agent is selected
from the group consisting of:

(a) an anti-metabolite,

(b) an alkylatingagent;

() an antibiotic;

(d) a growth factor;

(e) a cytokine;

) an anti-angiogenic agent;

(2 an anti-mitotic agent;

(h) an anthracycline;

® toxin; and

()] an apoptotic agent.

59.An antibody of any one of claims 1 through 58, that neutralizes BLyS or a

fragment thereof.

60. The antibody of claim 59, that diminishes or abolishes the ability of BLyS or a

fragment thereof to bind to its receptor.
61. The antibody of claim 60, wherein the receptor is TACL.
62. The antibody of claim 60, wherein the receptor is BCMA.

63. The antibody of claim 59, that diminishes or abolishes the ability of BLyS or a

fragment thereof to stimulate B cell proliferation.
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64. The antibody of claim 59, that diminishes or abolishes the ability of BLyS or a

fragment thereof to stimulate immunoglobulin secretion by B cells.

65. An antibody of any one of claims 1 through 58, that enhances the activity of

BLyS or a fragment thereof.

66.The antibody of claim 65, that increases the ability of BLyS or a fragment

thereof to bind to its receptor.
67. The antibody of claim 66, wherein the receptor is TACIL
68. The antibody of claim 66, wherein the receptor is BCMA.

69.The antibody of claim 65, that increases the ability of BLyS or a fragment

thereof to stimulate B cell proliferation.

70.The antibody of claim 65, that increases the ability of BLyS or a fragment

thereof to stimulate immunoglobulin secretion by B cells.

71.The antibody of any one of claims 1 through 70 covalently linked to a

heterologous polypeptide.

72.The antibody of claim 71, wherein the heterologous polypeptide is human

serum albumin.

73.The antibody of any one of claims 1 through 72 in a pharmaceutically

acceptable carrier.

74. A kit comprising the antibody of any one of claims 1 through 73.
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75. An isolated nucleic acid molecule encoding the antibody of any one of claims 1

through 74.

76. A vector comprising the isolated nucleic acid molecule of claim 75.

77.The vector of claim 76 which also comprises a nucleotide sequence which

regulates the expression of the antibody encoded by the nucleic acid molecule.

78. A host cell comprising the nucleic acid molecule of claim 77.

79. A cell line engineered to express the antibody of any one of claims 1 through

78.

80. An antibody that binds the same epitope as the antibody of any one of claims 1

through 79.

81. An antibody that competitively inhibits the binding of the antibody produced
by the cell line having ATCCDeposit Number PTA-3239.

82. An antibody that competitively inhibits the binding of the antibody produced

by the cell line having ATCCDeposit Number PTA-3240

83. An antibody that competitively inhibits the binding of the antibody produced

by the cell line having ATCCDeposit Number PTA-3243.

84. An second antibody that reduces the binding of the antibody of any one of
claims 1 through 83 by a an increment within a percentage range selected from the group
consisting of:

@ from 50% up to 60%;
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(b) from 60% up to 70%;

(©) from 70% up to 30%;

()] from 80% up to 90%; and
(e)  from 90% up to 100%.

85. An antibody that immunospecifically binds to BLyS, said antibody comprising
an amino acid sequence of a VH domain encoded by a nucleotide sequence that hybridizes
under stringent conditions to a nucleotide sequence encoding a VH domain of an scFv

comprising an amino acid sequence of any one of SEQ ID NOS: 1 to 2128.

86. An antibody that immunospecifically binds to BLyS, said antibody comprising
an amino acid sequence of 2 VL domain encoded by a nucleotide sequence that hybridizes
under stringent conditions to a nucleotide sequence encoding a VL domain from an scFv

comprising an amino acid sequence of any one of SEQ ID NOS: 1 to 2128.

87. A method for detecting aberrant expression of BLyS protein, comprising:

(@) assaying the level of BLyS expression in a first biological sample of an
individual using one or more antibodies of any one of claims 1 through 86; and

) comparing the level of BLyS assayed in biological sample with a standard
level of BLyS expression or level of BLyS in a second, normal biological sample;

(c) wherein an increase or decrease in the assayed level of BLyS in the first
biological sample compared to the standard level of BLyS expression or level of BLyS in

a second, normal biological sample, is indicative of aberrant expression.

88. A method for diagnosing a disease or disorder associated with aberrant BLyS
expression or activity, comprising:
(a) administering to a subject an effective amount of a labeled antibody of any

one of claims 52 through 58 that immunospecifically binds to BLyS;
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(b)  waiting for a time interval following the administering for permitting the
labeled antibody of any one of claims 52 through 58 to preferentially concentrate at sites
in the subject where BLyS is expressed;

(©) détermining background level; and

(d) detecting the labeled antibody of any one of claims 52 through 58 in the
subject, such that detection of labeled antibody above the background level indicates that
the subject has a particular disease or disorder associated with aberrant expression of

BLyS.

89.A method of treating, preventing or ameliorating a disease or disorder
associated with aberrant BLyS expression or activity, comprising administering to an
animal in need thereof, the pharmaceutical composition of claim 73 in an amount effective

to treat, prevent or ameliorate the disease or disorder.
90. The method of claim 89, wherein the disease or disorder is cancer.

91.The method of claim 89, wherein the disease or disorder of the immune

system.

92. The method of claim 91, wherein the disease or disorder of the immune system

is an autoimmune disease or disorder.

93. The method of claim 92, wherein the disease or disorder of the immune system
is an autoimmune disease or disorder selected from the group consisting of:
(a) Systemic Lupus Erythematosus; and

(b)  Rheumatoid Arthritis.
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94. The method of claim 91, wherein the disease or disorder of the immune system

is an immunodeficiency.

95. The method of claim 92, wherein the disease or disorder of the immune system
is an immunodeficiency selected from the group consisting of:
(a) Common Variable immunodeficiency (CVID); and

(b)  AIDS.

96. The method of claim 91, wherein the disease or disorder of the immune system

1S cancer.
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SEQUENCE LISTING
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<150> 60/293,499
<151> 2001-05-25

<160> 3239

<170> PatentIn Ver. 2.0
<210> 1

<211> 248

<212> PRT
<213> Homo sapiens

<400> 1
Gln Val Gln Leu Leu Gln Ser Ala Ala Glu Leu Lys Lys Pro Gly Gln
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Phe Thr Phe Thr Thr Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Leu Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Tyr Pro Gly Asp Ser His Thr Thr Tyr Ser Pro Ser Phe
50 55 60

Glu CGly His Val Asn Ile Ser Val Asp Lys Ser Ile Asn Thr Ala Tyr
65 70 75 80
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Leu Gln

Ala Arg

Gly Gln

Gly Gly
130

Ala Ser
145

Gly Thr

Gln His

Arg Pro

Thr Ala

210

Tyr Tyr
225

Gly Thr

<210> 2

Trp

His

Gly

115

Gly

val

Ser

Pro

Ser

195

Ser

Cys

Lys

<211> 249
<212> PRT
<213> Homo sapiens

<400> 2

Ser

Asp

100

Thr

Sexr

Ser

Ser

Gly

180

Gly

Leu

Ser

Leu

Ser

85

Asp

Met

Gly

Gly

Asp

165

Lys

val

Thr

Ser

Thr
245

Gln val Gln Leu Gln

1

5

Ser Val Arg Val ser

20

Ala Ile Asanrp val

Leu

Asp

Val

Gly

Ser

150

val

Ala

Ser

Ile

Tyr

230

Val

Lys

val

Thr

Gly

135

Pro

Gly

Pro

Asn

Ser

215

Thr

Leu

Als

Leu

Val

120

Gly

Gly

Gly

Lys

Arg

200

Gly

Thr

Gly

Ser

Thr

105

Ser

Ser

Gln

Tyr

Leu

185

Phe

Leu

Arg

Gln Ser Gly Ala

Cys Lys Ala Ser

25

Arg Gln Ala Pro

Asp

920

Gly

Ser

Gln

Ser

Asn

170

Met

Ser

Gln

Ser

Glu
10

Gly

Gly

Thr

Tyr

Gly

Sexr

Ile

155

Tyr

Ile

Gly

Ala

Thr
235

Ala

Tyr

Gly

val

140

Thr

Val

Tyr

Ser

Glu

220

Arg

Met

Phe

Gly

125

Leu

Ile

Ser

Glu

Lys

205

Asp

Val

Tyr

Glu

110

Gly

Thr

Ser

Trp

Gly

190

Ser

Glu

Phe

Val Lys Lys Pro

Gly Thr Phe Asn

30

Gln Gly Leu Glu
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Tyr Cys
95

Ser Trp
Ser Gly
Gln Pro
Cys Thr

160
Tyr Gln
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Ser Lys
Gly Asn

Ala Asp

Gly Gly
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Gly Ser
15

Asn Asn

Trp Met
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35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 8Q

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu
130 . 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Val
145 150 155 ‘ 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 . 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 - 215 ’ 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly
225 230 235 240

Gly Gly Thr Glu Leu Thr Val Leu Gly
245

<210> 3

<211l> 254

<212> PRT

<213> Homo sapiens
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<400> 3
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Ile Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val Ala Ser Asn
20 25 30

Gly Ala Ala Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu
35 40 45

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Val Asp Tyr Ala
50 55 60

Val Ser Val Lys Ser Arg Ile Thr Ile Asn Pro Asp Thr Ser Lys Asn
&5 70 75 80

Gln Phe Ser Leu Gln Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Vval
. 85 S0 85

Tyr Tyr Cys Ala Arg Asp Arg Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr
100 105 110

Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Arg Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Thr Gly Asp Val Gly Gly Tyr Asp
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Leu
180 185 150

Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly‘Val Pro Asp Arg Phe Ser
195 200 205

Ala Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Phe Cys Ser Thr Tyr Ala Pro Pro Gly
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225 230 235 240

Ile Ile Met Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 4

<21l1l> 255

<212> PRT

<213> Homo sapiens

<400> 4
Arg Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Asp
20 25 30

His Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Pro His His Gly Lys Thr Asn Tyr Ala Gln Lys Leu
50 55 ’ 60

Gln Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 " Ch) 95

Ala Arg Val Gln Met Asp Ser Glu Tyr Tyr Asp Leu Leu Thr Gly Ile
100 105 i10

Asn Val Gly Pro Tyr Tyr Phe Asp Tyr Trp Gly Lys Gly Thr Leu Val
115 120 ’ 125

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
130 135 140

Gly Gly ser ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu
145 150 155 160

Gly Gln Thr Vval Arg Ile Thr Cys Qln Gly Asp Ser Leu Arg Ser Tyr
165 170 - 175

Tyr Ala Ser Trp Tyr Gln Gln Lys DPro Gly GIn Ala Pro Val Leu Val
180 185 150
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v

Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly
225 230 235 240

Asn His Val Val Phe Gly Gly Gly Thr Lys Leu Thxr Val Leu Gly
245 250 255

<210> 5

«<211> 249

<212> PRT

<213> Homo sapiens

<400> 5 '
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Asp Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Txrp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 .70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 . 110

Met Asp Val Trp Gly Gln Gly Pro Met Val Ala Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 6

<211l> 251

<212> PRT

<213> Homo- sapiens

<400> 6
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Sexr Phe Ser Ser His
20 25 . 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
- 35 40 45

‘Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe
- 50 55 60

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 g0 95
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Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Gln Gly Thr Met Val Thr Val Ser Ser Gly‘Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser val Leu Thr Gln Pro
130 135 140

Pro Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Ile Ser Cys Thr
145 150 155 160

Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val Gln Trp Tyr Gln
165 170 175

Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile His Gly Asn Asn Asn
180 185 190

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr
195 . 200 205

Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Asp Glu Asp Glu Ala Asp
210 215 ' 220

Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Ser Phe Ser Gly Tyr Val
225 230 235 . 240

Phe Gly Thr Gly Thr Lys Val-Thr Val Leu Gly
245 250

<210>-7

<211> 250

<212> PRT

<213> Homo sapiens

<400> 7
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phé Ser His Tyr
.20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Thr Phe Asn Ala Val Lys Tyr Ala Gln Lys Phe
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50 55 60

Gln Gly Arg Ala Thr Ile Thr Ala Asp Gly Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Asn Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr. Cys
85 20 95

Ala Thr Ala Pro Tyr Asp Leu Leu Thr His Tyr Phe His Tyr Phe Asp
100 105 110

Tyr Trp Gly Gln Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu ‘Ser Ser Glu
130 135 140

Leu Thr Gln BAsp Pro Ala Val Ser Val Thr Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Pro Ser Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Pro Lys Asn
180 185 190

Ile Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
185 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Ala Ser Ser Gly Asn His Tyr Val Phe
228 230 235 240

Ala Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 8

<211> 256

<212> PRT

<213> Homo sapiens

<400> 8
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Arg Thr Ser Gly Gly Thr Phe Ser Asn Tyr
20 25 30

Gly Leu Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ’ 45

Gly Gly Val Ile Pro Ile Ser Ser Thr Ile Lys Tyr Gly Gln Lys Phe
50 55 . 60

Gln Asp Arg Leu Thr Ile Ala Ala Asp Asp Leu Thr Asn Thr Thr Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Ala Thr Thr Ser Gln Lys His Asn Lys Tyr Ala Tyr Tyr
100 105 110

Phe Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Met Val Thr val Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 . 185 . 190

Leu Met Ile Tyr Glu Val Ser Asn Arg Pro Ser Gly Val Ser Asn Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Ser
225 230 235 240

Ser Ser Thr Leu Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly

10
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245 250 255

<210> S

«211> 251

. <212> PRT

<213> Homo sapiens

<400> 9
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Prc Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val 4
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ] 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Glm Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
' 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 : 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Axrg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

11
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

AsSp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 10

<211> 251

<212> PRT

<213> Homo sapiens

<400> 10 '
Gln Val @Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@Gly Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 '

@Gly Trp Ile Ser Gly His Asp Asp Sexr Thr Lys Tyr‘Ala Gln Lys Phe
50 55 : 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95 '

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Val Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

12
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Sef Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 11

<211 251

<212> PRT

<213> Homo sapiens

<400> 11
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 170 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Val Trp
100 105 110

13
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Val Ala Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 ' 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser vVal Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Giy Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 . 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 12

<21l> 251

<212> PRT

<213> Homo sapiens

<400> 12
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 " 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr

14
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65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . 155 . 160

Rla Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
' ' 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 120

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
- 185 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Glun Gly Thr Arg Leu Glu Ile Lys Arg
245 - . 250

<210> 13

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 13
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 -5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

15



WO 02/02641 PCT/US01/19110

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 4Q 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Glan Lys Phe
50 58 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly cly
115 120 125

Gly Ser Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr '
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 ' 200 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 14

16
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<211l> 251
<212> PRT
<213%> Homo sapiens

<400> 14
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gla Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

.Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 - 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Val Trp
100 . 105 110

vVal Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gily Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arxrg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 : 185 . 190 :

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

17
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Sexr Pro Arg Thr
225 : 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 15

<211> 251

<212> PRT

<213> Homo sapiens

<400> 15
Gln Vval Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala
1 5 .10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr Val Phe Gln Val Trp
100 ) 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ‘ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 .

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 : 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

18



WO 02/02641 PCT/US01/19110

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ' 185 ' 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 : 215 220

Agp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
© 245 250

<210> 16

<211> 251

<212> PRT

<213> Homo sapilens

<400> 16
@ln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ’ 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp. Thr Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly

Thr

145

Ala

Ala

Gly

Lys

Asp

225

Phe

«210> 17

Ser

130

Leu

Thr

Trp

Thr

Ser

210

Phe

Gly

Gly

Thr

Leu

Tyr

Ser

195

Gly

Ala

Gln

<211> 251
<212> PRT
<213> Homo sapiens

<400> 17

Gln Val Gln

1

Serxr

Gly

Gly

Gln
65

Val

Ile

Trp

50

Gly

Lys

Ser

35

Ile

Arg

Ile Glu Leu

Gly

Gln

Ser

Gln

180

Arg

Thr

val

Gly

Leu

Val

20

Txrp

Ser

Val

Arg

Gly

Ser

Cys

165

Gln

Arg

Asp

TYyT

Thr
245

Val

5

Ser

Val

Gly

Thr

Ser

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Gln

Cys

Arg

His

Met

70

Leu

Ser

135

Asp

Ala

Pro

Thr

Thr

215

Cys

Leu

Ser

Lys

Gln

Asp

55

Thr

Lys

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

élu

Gly

Ala

Ala

40

Asp

Ala

Ser

Gly

Leu

Gln

Gln

185

val

Thr

Gln

Ile

Val

Ser

25

Pro

Ser

Asp

Asp

Gly

Ser

Ser

170

Ala

Pro

Ile

Tyr

Lys
250

Glu

10

Gly

Gly

Thr

Thr

Asp

20

Gly

Leu

155

Val

Pro

Asp

Ser
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235

Arg

Val

Tyr

Gln

Lys

Ser

75

Thr

Ser

140

Ser

Thr
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Arg

220

Thr

Lys

Thr
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60
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Pro
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205

Leu

Ser

Lys
Phe
Leu

45
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Ser
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Leu

Gly

Gly

Leu

180

Ser

Glu

Pro

Pro

Ser

30
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Glu

Trp

175
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Gly
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15
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85 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr Val Phe Glmn Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 v 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 A 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln‘Ala Pro Arg Leu Leu Met Tyr
180 185 ) 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Sexr Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 . 215 220

Agp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Glp Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 18

<211l> 251

<212> PRT '

<213> Homo sapiens

<400> 18
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala CGln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Val Trp
100 105 110

val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly @ly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
: 210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Axrg
. 245 250

<210> 19
<211> 251
«212> PRT
<213> Homo sapiens

22
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<400> 19 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 _ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu lLeu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Val Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly cly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

23
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

«210> 20

<211> 251

<212> PRT

<213> Homo sapiens

<400> 20
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ~ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 .

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 80 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr Val Phe Gln Val Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ' 120 } 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 1490

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 : 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
- 165 170 ’ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 .188 . 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 : 200 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250 - "

<210> 21

<211> 251

<212> PRT

<213> Homo sapiens

<400> 21
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
. 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr val Phe Gln Val Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

25
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 . 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Glﬁ Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 22

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 22
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Sef Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
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100 " 108 -~ 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Vval Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr ;
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 23

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 23
Gln Val Gln Leu Val Gln Ser Gly val Glu val Lys Lys Pro Gly Ala
1 5 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg Vval Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 - 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser.Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 24
<211> 251
<212> PRT
<213> Homo sapiens

<400> 24
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 - 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 : 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 ; 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Val Trp
100 105 110

val Ala Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ' 185 180

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . ' 205 :

A Gly Ser Gly Thr Asp Phe Thr Leu Thr TIle Ser Arg Leu Glu Pro Glu
210 , 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Tﬁr Arg Leu Glu Ile Lys Arg
245 250
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<210> 25

<211> 251

<212> PRT-

<213> Homo sapiens

<400> 25
Gln Val Glun DLeu Val Gln Ser Gly val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyf
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyxr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Val .Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ’ 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190 -

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
1385 200 205
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Gly Ser Gly Thr Asp
210

Asp Phe Ala Val Tyr
225

Phe Gly Gln Gly Thr
245

<210> 26
<211> 251
<212> PRT
<213> Homo sapiens

<400> 26
Gln val Gln Leu Val
1 5

Val Val

20

Ser Lys Ser

Ser' Val

35

Gly Ile Trp

Gly Trp Ile Ser Gly

50

Gln vVal Thr

65

Gly arg

Ile Glu Ser

85

Leu Arg

Phe
100

Ala Arg Pro Tyr

Asp His Trp Gly Gln

115

Ser
130

Gly Gly Gly Gly

Thr
145

-Leu Thr Gln Ser

Phe Thr Leu Thr Ile

215

Tyr Cys Gln Gln Tyr

230

Arg Leu Glu Ile Lys
250

Gln Ser Gly val Glu

10

Ala Ser

25

Cys Lys Gly

Gln Ala

40

Arg Pro Gly

Asp Ser Thr

55

Asp

Met Thr Ala

70

Asp Thr

Leu Lys Ser Asp Asp

90

Thr Thr

105

Asp Leu Arg

Gly Thr Met

120

Vval Thr

Ser
135

Gly Gly Gly Gly

Pro Thr

150

Asp Leu Ser

31
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Ser Arg Leu Glu Pro Glu

220

Ala Thr Ser Pro Arg Thr

235

Arg

Val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Leu
155

Lys

Thr

Gly

Tyr

Thr

Ala

Val

Ser

Ser

140

Ser

Lys
Phe
Leu

45
Ala
Ser
Val
Phe
Ser
125

Ala

Pro

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gln

110

Gly

Leu

Gly

Gly

Asn

Trp

Lys

Ala

Tyxr
95

Tyxr

Gly

Glu

Glu

240

Ala

val

Phe

Tyr

80

Cys

Phe

Gly

Thr

Arg
160
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Ala Thr Leu Ser Cys Arg Ala Ser Glan Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 - 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Glm Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 27

<211> 251

<212> PRT

<213> Homo sapiens

<400> 27
Gln Val Gln Leu Val Gln Ser Gly val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 7 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Bsp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

‘Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr RAla Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 . 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly

32



WO 02/02641 PCT/US01/19110

115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thxr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 )

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thtr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 28

<211> 251

<212> PRT

<213> Homo sapiens

<400> 28
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 . 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 ' 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ‘190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Tle Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 - 230 235 ) 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 29

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 29
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 ‘ 5 ' 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 ‘25 30 -
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‘Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 50

Gln Gly Arg Val Thr Met Thr 2Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ‘250

<210> 30
<21ll> 251
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<212> PRT
<213> Homo sapiens

<400> 30
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala -
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Sexr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 i 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 . 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 31

<21l1> 251

<212> PRT

<213> Homo sapilens

<400> 31
Gln Val Gln Leu Vval Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10° 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Hisg
20 25 , 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arxrg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150- 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 208

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 . 215 220 '

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 32

<211> 251

<212> PRT

<213> Homo sapiens

<400> 32
Gln val Gln Leu Val Gln Ser Gly Val Glu vVal Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 - 80

Ile G@lu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Arg Tyr val Phe Gln Tyr Phe
100 105 “ 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
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130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 33

<211> 251

<212> PRT

<213> Homo sapiens

<400> 33
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ' 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 . 55 60

Gln Gly Arg vVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 30

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 : 95
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Ala Arg Pro Phe Tyr Asp Ile Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly .Gly CGly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
© 195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 34

<211> 251

<212> PRT

<213> Homo sapiens

<400> 34
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 : 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ' 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 130

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 ' 205 :

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 '

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 35

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 35
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Gln Val Gln Leu Val Gln Ser Gly vVal Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30 .

Gly Ile Ser Trp Val Arg Glan Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 : 70 75 ) 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 : 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gin @ln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 36
<211> 251
<212> PRT
<213> Homo sapiens

<400> 36
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 . 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 S5

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 :

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyr
180 e 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 37

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 37
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pxro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Agp His Trp Gly.Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Aig
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145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
’ 195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

:Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg.
245 250

<210> 38

<211> 251

<212> PRT

<213> Homo sapiens

<400> 38

Gln vVal Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Sexr Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 785 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Gly Tyr Tyxr
100 105 N 110
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Leu Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Sexr Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
- 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp' Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 | 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 39

<211> 251

<212> PRT

<213> Homo sapiens

<400> 39
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
. 35 40 43

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 i 190

Gly Ala Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 - 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 40
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 40
Gln val Gln Leu Val G@Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 ) 10 15

47



WO 02/02641 PCT/US01/19110

Ser Val Lys Val Ser Cys Lys Ala Ser @Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 ‘

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Val Trp
100 105 110

Val Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175,

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 . - 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
155 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 41
<211> 251
<212> PRT
<213> Homo sapiens

<400> 41
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 ) 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Ile Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly - Gln Gly Thr Met Val Thr Val Ser -Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ’ 155 180

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
‘ 180 . 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp

210

Asp Phe Ala Val Tyrxr

225

Phe Gly Gln Gly Thr

<210> 42
<211> 251
<212> PRT:

<213>

<400> 42
Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Ile

Ala

Asp

Gly

Thr

145

Ala

Val Lys

Ile Sex
35

Trp Ile
50

Gly Arg.

Glu Leu

Arg Pro

His Trp
115

Ser Gly
130

Leu Thr

Thr Leu

Val
20

Trp

Ser

Val

Arg

Phe’

100

Gly

Gly

Gln

Ser

245

Homo sapiens

val

5

Ser

Val

Gly

Thr

Ser

85

Tyr

Gln

Gly

Ser

Cys

Phe
Tyr

230

Arg

Gln

Cys

Arg

His

Met

70

Leu

Asp

Gly

Gly

Pro

150

Arg

Thr Leu Thr Ile

215

Cys

Leu

Ser

Lys

Gln

Asp

55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala_

Gln Gln Tyr

Glu

Gly
Ala
Ala

40
Asp
Ala
Ser
Leu
Met
120
Gly

Thr

Ser

Ile

val

Ser

25

Pro

Ser

Asp

Asp

Thr

105

Vval

Gly

Leu

Gln

Lys
250

Glu

10

Gly

Gly

Thr

Thy

Asp

20

Ser

Thr

Gly

Ser

Ser

50

Sex
Ala

235

Arg

val
Tyr
Gln
Lys
Ser

75
Thr
Tyr
val
Gly
Leu

155

val

PCT/US01/19110

Arg Leu Glu Pro Glu

220

Thr Ser Pro Arg Thr

Lys
Thr
Gly
Tyr

60
Thr
Ala
val
Ser
Ser
140
Ser

Thr

Lys

Phe

Leu

45

Ala

Ser

val

Phe

Ser

125

Ala

Pro

Arg

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gln

110

Gly

Leu

Gly

Gly

Gly

" 15

Asn

Trp

Lys

Ala

Tyr

95

TyY

Gly

Glu

Glu

Trp

240

Ala
His
val
Phe
TYr

80
Cys
Phe
a1y
Thr
Arg

160

val
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165 ' 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg’Phe Ser Gly Ser
195 200 . 205

Lys Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
.210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 43-
<211> 251
<212> PRT
<213> Homo sapiens

<400> 43
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 . 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 . 25

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

. Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 : 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Glan Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 44

<211> 251

<212> PRT

<213> Homo sapiens

<400> 44
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 a5

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 : 55 ' 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 : 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phie
100 105 110

Asp Hig Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ; 125

‘Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 ' 135 : 140 :

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
143 150 155 160

Ala Thr -Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 45

<211> 251

<212> PRT ’ i
<213> Homo sapiens :

<400> 45 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 . 5 10 - 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30 )
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Aép Ser Thr Lys Tyr Ala Gln Lys Phe’
50 55 &0

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Sexr Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Arg Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser CGly CGly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Ala Leu Glu Thr
130 135 140 .

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 ’ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gin Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 i

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 o 240

Phe Gly Gln Gly .Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 46
<211> 251
<212> PRT
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<213> Homo sapiens

<400> 46
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 : 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 © 25 30

Gly Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ) 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Gly Tyr Val Phe Gln Tyf Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
‘ 130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 ’ 160

. Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Afg‘Gly Trp Val
165 . 170 ) 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ) 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr

225

230

235

" Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg

<210>
<211>
<212>
<213>

. <400>

47

251
PRT
Homo sapiens

47

Gln Val Gln Leu

1

Ser
T Qly
Gly
Gln
65
Ile
Ala
Ile
Gly
Thr
145

Ala

Ala

val

Ile

Trp

50

Gly

Glu

Arg

Pro

Ser

130

Leu

Thr

Trp

Lys

Ser

© 35

Ile
Arg
Leu
Pro
Trp
115
Gly
Thr

Leu

Tyr

val
20
Trp

Ser

Val

Phe

100

Gly

Gly

Gln

Sex

Gln

245

Val

5

Ser

Val

Gly

Thr

Sexr

85

Tyr

Gln

Gly

Ser

Cys

165

Gln

Gln

Cys

Arg

His

Met

70

Leu

Asp

Gly

Gly

Pro

150

Arg

Lys

Ser

Lys

Gln

Asp
55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala

Pro

Gly

Ala

Ala

40

Asp

Ala

Ser

Leu

Met
120

Gly

Thr

Ser

Gly

Val

Ser

25

Pro

Ser

Asp

Asp

Thr

105

val

Gly

Leuy

Gln

Gln aAla

250

Glu
10
Gly

Gly

Thr

Asp

90
Ser
Thr
Gly

Ser

Ser
170

56

Val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Leu

155

Val

Pro

Lys

Thr

Gly

Tyr

60

Thr

Ala

val

Ser

Ser

140

Ser

Thy

Arg

Lys
Phe
Leu

45
Ala
Ser
val
Leu
Ser
125
Ala
Pro

Arg

Leu

Pro

Ser

30

Glu

Gln

Thr

Tyr

Pro

110

Gly

Leu

Gly

Gly

Leu

Gly

15

Asn

Trp

Lys

Ala

Tyr

95

Arg

Gly

Glu

Glu

Txp

175

Met

240

Ala
His
Val
Phe
Tyr

80
Cys
Val
Gly
Thr
Arg
160

Val

Tyr
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Gly

Glu

'Asp

225

Phe

<210>
<211>
<212>
<213>

<400>

Thr

Ser

210

Phe

Gly

Ser

195

Gly

Ala

Gln

48

250
PRT
Homo sapiens

48.

Gln val Gln

1

Ser

Gly

Gly

Gln

65

Ile

Ala

Phe

Ser

val
Ile
Trp

50

Gly

Glu

Arg.

Trp

Gly
130

Lys

Ser

35

Ile

Arg

Leu

Pro

Gly

115

Gly

180

Arg

Thr

Val

Gly

Leu

Val

20

Trp

Ser

Val

Arg

Phe

100

Gln

Gly

Arg

Asp

Tyxr

Thr
245

Val

5

Ser

val

Gly

Thr

Ser

85

Tyr

Gly

Gly

Aia

Phe

Tyr

230

Arg

Gln

Cys

Arg

His

Met

70

Leu

Asp

Thr

sSer

Thr

Thr

215

Cys

Leu

Ser

Lys

Gln

Asp

55

Thr

Lys’

Thr

Met

Gly
135

Gly

200

Leu

Gln

Glu

Gly

Ala

Ala

40

Asp

Ala

Ser

Leu

val

120

Gly

185

val

Thr

Gln

Tle

val

Sex

25

Pro

Sexr

Asp

Asp

Thxr

105

Thr

Gly

Pro

Ile

Tyr

Lys
250

Glu

10

Gly

Gly

Thr

Thr

Asp

20

Ser

Val

Gly

57

Agp

Ser

Ala

235

Arg

val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Ser

Ser

Arg

Arg

220

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Val

Ser

Ala
140

Phe

190

Ser

205

Leu

Ser

Lyé
Phe
Leu

45
Ala
Ser
Vél
Cys
Gly

125

Leu

Glu

Pro

Pro
Ser

30
Glu
Gln
Thr
Tyr
Arg
110

Gly

Glu
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Gly ser

Pro Glu

Arg Thr
240

Gly Ala
15

Asn His
Trp Val
Lys Phe
Ala Tyr

80

Tyr Cys
95
Pro His

Gly Gly

Thr Thr
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Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Afg Arg Ela Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 -~ 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 49

<211l> 250

<212> PRT

<213> Homo sapiens

<400> 49
Gln Vval Gln Leu Val Gln-'Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 . 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 : 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly_Leu Glu Trp Vval
) 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala.Tyr
&5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
’ ’ 85 90 95

58
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Arg Cys Pro Tyr
100 105 110

Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125 '

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 . . 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser pro Gly Glu ArgYAla
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp. Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
: 180 185 190 ’

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205°

Ser Gly- Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 : 215 220

Phe Ala Met Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser. Pro Arg Thr Phe
225 230 235 - 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 50~
<211> 250
<212> PRT
<213> Homo sapiens

<400> 50
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 : 10 . 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
’ 20 25 30

@ly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thx Ser Thr Ala Tyr
65 ' 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Arg Pro Asp
100 105 110

Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 . 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 ) 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr‘Gly
180 . 185 : 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
‘210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 - ) 235 . 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 51

<211> 250

<212> PRT

<213> Homo sapiens

<400> 51 ..
Gln Val Gln Leu Val Gln Ser Gly vVal Glu Val Lys Lys Pro Gly Ala

60 -
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Ser

Gly

Gly

Gln

65

Ile

Ala

Thr

Ser

Leu

145

Thr

Trp

Thr

Ser

Phe
225

val

Ile

Trp

Gly

Glu

Arg

Trp

Gly

130

Thr

Leu

TyYxY

Ser’

Gly
210

Ala

Lys

Ser

35

Ile

Arg

Leu

Pro

Gly

115

Gly

Gln

Ser

Gln

Arg

195

Thr

val

val

20

Trp

Ser

val

Arg

Phe

100

Gln
Gly
Ser
Cys
Gln
180
Arg

Asp

Tyr

Ser

val

Gly

Thr

Ser

85

Tyr

Gly

Gly

Pro

Arg

165

Lys

Ala

Phe

Tyr

Cys
Arg
His
Met

70
Leu
Asp
Thr
Ser
Asb
150
Ala
Pro
Thr

Thr

Cys
230

Lys
Gln
Asp

55
Thr
Lys
Thr
Met
Gly
135
Thr
Ser
Gly
Gly
Leu

215

Gln

Ala

Ala

40

Asp

Ala

Ser

Leu
val
120
Gly
Leu
Gln
Gln
val
200

Thr

Gln

Ser

25

Pro

Ser

Asp

Asp

Thr

105

Thr

Gly

Ser

Ser

Ala

185

Pro

Ile

Tvr

10

Gly

Gly

Thy

Thr

Asp

2Q

Ser

val

Gly

Leu.

Val

170

Pro

Asp

Ser

Ala

61

Tyr
Gln
Lys
Ser

75
Thr
Tyr
Ser
Ser
Ser
155
Thr
Arg
Arg

Arg

Thr
235

Thr

Gly

Tyx

60"

Thr

Ala

val

Ser

Ala

140

Pro

Arg

Leﬁ

Phe

Leu

220

Ser

Phe
Leu

45
Ala
Ser
Val
Lys
Gly
125
Leu
Gly
Gly
Leu
Ser
205

Glu

Pro

Ser

30

Glu

Gln

Thr

Tyr

Ser

110

Gly

Glu

Glu

Trp

Met

190

Gly

Pro

Arg

15

Asn.

Trp

Lys

Ala

Tyr

95

Met

Gly

Thr

Arg

val

175

Tyr

Ser

Glu

Thr
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val
Phe
Tyr

8Q
Cys
Pro
Gly
Thr
Ala
160
Ala
Gly
Glu

Asp

Phe
240
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Gly Gln Gly Thr Arg Leu Glu Ile Lys Aré
245 250

<210> 52

<211> 250

'«212> PRT

<213> Homo sapiens

<400> 52
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
-1 5 10 15

Pro Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
- 20. ‘ 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 : 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 '

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 , 75 80

Thr Glu Leu Arg Ser Leu Lys Ser Asp Asp Thyx Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Phe Leu Tyr
100 105 110

Cys. Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser QGly Gly CGly Gly
115 120 ) 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 ) 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 . 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 ' 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu

62
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195 200 . 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly‘Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 53

<211> 250

<212> PRT

<213> Homo sapiens

<400> 53
Gln Val Gln Leu Val @Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 : 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30 ’

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thxr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 .70 75 ‘ 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Val Pro Ser
100 105 110

Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Ala Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 - 160
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Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 ) . 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu'
195 - 200- 205

Ser Gly Thr Asp Phe Thrxr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
. 245 250

<210> 54

<211> 250

<212> PRT

<213> Homo sapiemns

<400> 54

Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 : 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 :

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ‘ 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Gly Ile His Gly
- 100 105 110
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Leu Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly CGly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg 2la
145 150 - 155 160

Thr Leu Ser Cys Arg Ala Ser Glu Ser Val Thr Arg Gly Trp Val Ala
“ 165 ‘ 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 150

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

- Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile‘Lys'Arg
245 : 250

<210> 55

<211> 251

<212> PRT -

<213> Homo sapiéens

<400> 55 - .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 -

Gly Trp Ile sSer Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

65
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr ala Val Tyr Tyr Cys
85 S0 . 9%

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Cys Ser Pro
100 105 110

Pro Arg Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly @Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 ’ 150 ’ 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glmn Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 , 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205 '

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
) 245 250

<210> 56

<211> 250

<212> PRT

<213> Homo sapiens

<400> 56
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser asn His
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20 25 30

Gly Ile Ser Trp Val Arg Glan Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln CGly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 : 75 80

Ile Glu.Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Cys Tyr Pro Pro
100 105 110

Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 1l40.

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 ‘ 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 : 170 . 175

Trp Tyr Gln Gln Lys Pro Gly Glmn Ala Pro Arg Leu teu‘Met Tyr Gly
180 185 190’

Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 : 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 57

<211> 250

<212> PRT

<213> Homo sapiens

<400> 57
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

" @ly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 - 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 : - 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
’ 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Leu Leu
100 105 110

Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 © 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 i 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
‘165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leﬁ‘Thr Ile Ser Arg Leu Glu Pro Glu Aép
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210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 - 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 58

<211> 25¢C

<212> PRT

<213> Homo sapiens

<400> 58
Gln Val Gln Leu Val Gln Ser Gly val Glu val Lys Lys Pro Gly Ala
1 ) 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser @ly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 ’ 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 B 90 - 95 .

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ala Leu Tyr Arg
100 105 110 ’

Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu-Ser Leu Ser Pro Gly Glu Arg Ala
145 150 ) 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 . 175
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Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
185 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu-Asp
210 215 ’ 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 . 230 235 ) 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 59

<211> 250

<212> PRT

<213> Homo sapiens

<400> 59
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
: 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 , 55 50

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr. Ser Thr Ala Tyr
65 70 75 80

Ilé Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Arg Ala Ser Phe
100 105 ) 110

Ser Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly
115 ' 120 125
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Ser Gly Gly Gly Gly Ser Gly Gly Giy Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Sexr Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 . 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp .
: 210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 60

<211> 250

<212> PRT X
<213> Homo sapiens

<400> 60
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 . 15

_Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 : 30

Gly Ile Ser Trp -Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ' - 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Cys Ala Gln Lys Phe
50 ' 55 60 .

Gln Gly Arg Val Thr Met Thr Ala Asp. Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Ser

85

Leu Arg

Phe
100

bla Arg Pro vr

Pro Trp Gly Gln

115

Gly

Ser Gly

130

Gly Gly Gly

Leu Thr Gln Ser

145

Pro

Thr Leu Ser Cys Arg

165

Gln
180

Trp Tyr Gln Lys

Thr Ser Arg Ala

195

Arg

Ser Gly Thr Phe

210

Asp

Phe Ala

225

Ala Tyr Tyr

Gly Gln Gly Thr Arg

245

<210> 61

<211> 251

<212> PRT

<213> Homo sapilens

<400> 61
Gln vVal Gln Leu Val
1 5

"Ser Val Lys Val Ser
20

Gly Ile Sexr Trp Val

Leu Lys Ser Asp Asp

90

Thr
105

Asp Thr Leu Ser

Val val

120

Thr Met Thr

Ser Gly Gly

135

Gly Gly

Asp Thr Leu Ser Leu

150

Gln val

170

Ala Ser Ser

Gln Ala

185

Pro Gly Pro

Thr val

200

Gly Pro Asp

Thr Leu Thr

215

Ile Ser

Cys Gln Gln Ala

230

TyY

Leu Glu Ile Lys Arg

250

Gln Ser Gly Val Glu
10

Cys Lys Ala Ser Gly
25

Arg Gln Ala Pro Gly

72

Thr Ala val

Tyr Val Cys

Ser Ser Gly

125

Ala
140

ser Leu

Ser Pro

155

Gly

Thr Arg Gly

Arg Leu Leu

Phe Ser

205

Arg

Leu Glu

220

Arg

Thr
235

Ser Pro

Val Lys Lys
Tyr Thr Phe

Gln Gly Leu

Tyr

Thr

110

Gly

Glu

Glu

Trp

Met

190

Gly

Pro

Arg

Pro

Ser
30

Glu

PCT/US01/19110

Tyr

925

Pro

Gly

Thr

Arg

Val
175

Tyr

Ser

Glu

Thr

Gly

Asn

Trp

Cys
val
Gly
Thr
Ala
160
Ala
Gly
Glu

AsSp

Phe
240

Ala

His

val
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35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala 'Gln Lys Phe
50 55 : 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu‘Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu-Thr Ser Tyr Val Trp Pro Ser Phe
100 105 110

Phe Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

’ Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 ‘ 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Axg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 ‘ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Sexr Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 '

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 ] 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 62

<211> 250

<212> PRT

<213> Homo sapiens
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<400> 62
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 A 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ) 40 B 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 - 70 75 80

Ile Glu Leu-Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ] 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr val Thr Pro Arg Gly
100 ' 105 110

Tyr Trp- Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly Gly
115 120 . 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 ’ 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 ) 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 ‘ 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
1985 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
: 210 ] 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Pﬁe
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225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 63
<211l> 250
<212> PRT
<213> Homo sapiens

<400> 63
Gln Val Gln Leu Val Gln Ser Val val Glu Val Arg Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 - 30

@Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln @ly Leu Glu Trp Val
35 40 45 -

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
: 50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 . . 75 . g0

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
| 85 20 , 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ser Ser Leu Leu
100 105 110

Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 . 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala-
145 150 155 . 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 - 170 - 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190
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Thr Ser Arg Arg Ala

195

Ser Gly Thr Asp Phe

210

Phe Ala Val Tyr Tyxr

225

Gly Gln Gly Thr Arg

.<210> 64
<«211> 251
<212> PRT

245

<213> Homo sapiens

<400> 64
Gln Val Gln
1

Ser Val Lys

Gly Ile Ser
35

Gly Trp Ile
50

Gln Gly Arg
65
Ile Glu Leu

Ala Arg Pro

Leu Cys Txp

115

Gly Ser Gly
130

Leu

Val

20

Trp

Ser

Val

Arg

Phe

100

Gly

Gly

val

5

Ser

Val

Gly

Thr

Ser

85

Tyr

Gln

Gly

Thr

Thr

Cys

230

Leu

Gln

Cys

Arg

His

Met

70

Leu

Asp

Gly

Gly

Gly

Leu

215

Gln

Glu

Ser

Lys

Gln

Asp

.55

Thr

Lys

Thr

Thr

Ser
135

val

200

Thr

Gln

Ile

Gly

Ala

Ala

40

Asp

Ala

Ser

Leu

Met

120

Gly

Pro

Ile

Tyx

Lys

val

Ser

25

Pro

Ser

Asp

Asp

Thr

105

val

Gly

Asp

ser

Ala

Arg
250

Glu

10

Gly

Gly

Thr

Thr

Asp

20

Ser

Thr

Gly

76

Arg

Arg

Thr
235

Vval

Tyr

Gln

Lys

Sex

75

Thr

Tyxr

Val

Gly

Phe

Leu

220

Ser

Lys

Thr

Gly

Tyx

60

Thr

val

Ser

Ser
140

Ser
205

Glu

Pro

Lys

Phe

Leu

45

Ala

Ser

val

Pro

ser

125

Ala

Gly Ser

Pro

Arg

Pro

Ser

30

Glu

Gln

Thr

Tyr

Leu

110

Gly

Leu

Glu

Thr

Gly
15

Asn

Trp

Lys

Ala

Tyr

95

Leu

Gly

Glu

PCT/US01/19110

Glu

Asp

Phe
240

Ala

His

Val

Phe

Tyx

80

Cys

Pro -

Gly

Thr
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 . 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu @lu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 | 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 65

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 65 -
@Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 . 5 10 15

Ser Vval Lyé Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55° 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Rla Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Pro Pro Ser
100 105 110

Phe Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 ' 140

- Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . © 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 ' 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 66
<211> 250
<212> PRT
<213> Homo sapiens

<400> 66
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 ¢ 15

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
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50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Sexr Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Thr Ser Thr
100 105 110

Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 : 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Thr
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 : 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 67

<211l> 251

<212> PRT

<213> Homo sapiens

<400> &7
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly ‘Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp- Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 o5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Ser Cys Ser
100 105 110

Trp Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly
115 ' 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 A 135 140 ,

Thr Leu Thr Gln Ser Leu Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
185 170 . ¢ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . _ 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
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245 250

<210> 68

<211ls> 251

<212> PRT

<213> Homo sapiens

<400> 68
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 : 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ser Ala Leu Pro
’ 100 105 110

Pro Pro Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

. Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 ' 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 69
<211> 250
«212> PRT
<213> Homo sapiens

<400> 69
Gln val Gln Leu Val Gln Ser Gly Vval Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 . 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ' . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
a5 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Cys Arg His Leu
100 105 ‘ 110

Phe Trp Gly‘Gln Gly Thrxr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 : 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160
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Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Sexr Glu
195 . 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 © 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 70

<211> 251

<212> PRT

<213> Homo sapiens

<400=> 70
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln @Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
’ 85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Val Ser Phe Pro
100 105 110
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Ser Leu Trp CGly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly -
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

@ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 : 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ' 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 71
<211> 251
<212> PRT
<213> Howo sapiens

<400> 71
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@ly Vval Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln @ly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
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65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met Gly Val Thr
100 105 + 110

Pro Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
. 145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr ARrg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Arg Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Glm Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly @ln Gly Thr Arg Leu Glu Ile iys Arg
245 250

<210> 72

<211> 251

<212> PRT

<213> Homo sapiens

<400> 72
@ln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 i5

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 -

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp AEp Thr Ala Val Tyr Tyr .Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Phe Arg Pro
100 ’ 105 110

Val Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
- 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
. 130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glm Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyx
180 185 190

Gly Thxr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210, 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Ser Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 73
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<211> 250
<212> PRT
<213> Homo sapiens

<400> 73
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly &ln Gly Leu Glu Trp Val
35 -40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Ser Val Gly
100 105 110

4Gly‘Trp'Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 : 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 i 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 . 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205 '

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 T 215 220
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Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 ' 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 74 N
<211l> 250

<212> PRT

<213> Homo sapiens

<400> 74
Gln Val Gln Leu Val Gln Pro Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Pro Pro Thr Arg
100 105 110

His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 ‘ 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 . 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 " 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val Ala
165 : 170 175
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Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

@ly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 75

<211> 250

<212> PRT

<213> Homo sapiens

<400> 75
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 . S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Arg Ser Arg
100 ' . 105 110

Asp Trp Gly Gln Gly Thr Met val Thr Val:Ser Ser Gly Gly Gly Gly
115 120 125
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Vval Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 . 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 2490

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 76

<211l> 250

<212> PRT

<213> Homo sapiens

<400> 76
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Arg val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 | 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Qlu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
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Ala Arg Pro

Pro Txp Gly

115

‘Ser Gly Gly
130

Leu Thr Gln

145

Thr Leu Ser

Trp Tyr Gln

Thr Ser Arg

195

Ser Gly Thr
210

" Phe Ala Val

225

Gly Gln Gly

<210>
<211>
<212>
<213>

<400>

77
250
PRT

Phe

100

Gln

Gly

Ser

Cys

Gln

180

Arg

Asp

TyT

Thr

85

TyT
Gly
Gly
Pro
Arg
165
Lys
Ala

Phe

TyY

Asp

Thr

Ser

Asp

150

Ala

Pro

Thr

Thr

Ccys

230

Arg
245

Homo sapiens

77

Gln vVal Gln Leu Val

1

Ser val Lys

Gly Ile Ser

35

5

Leu

Thr

Met

Gly

135

Thr

Ser

Gly

Gly

Leu

215

Gln

Glu

Leu
Val
120
Gly
Leu
Gln
Gln
val
200
Thr
Gln

Ile

Thr

105

Thr

Gly

Ser

Ser

Ala

185

Pro

Tle

Tyr

Lys

Gln Ser Gly Val

Val Ser Cys Lys Ala

20

Trp

vVal

Arg Gln Ala

40

20

Ser

val

Gly

Leu

val

170

Pro

Asp

Ser

Ala

Arg
250

Glu
10

Tyr Val Pro

Ser Ser Gly
125

Ser Ala Leu
140

Ser Pro Gly

- 155

Thr Arg Gly

Arg Leu Leu

Arg Phe Ser
205

Arg Leu Glu
220

Thr Ser Pro
235

val Lys Lys

Ser Gly Tyr Thr Phe

25

Pro

Gly

91

Gln GlY‘Beu
45

Leu

110

Gly

Glu

Glu

Trp

Met

190

Gly

Pro

Arg

Pro

Ser
30

Glu

95

Leu

Gly

Thr

Arg

val

175

TYyT

Ser

Glu

Thr

Gly
15

Asn

Trp

PCT/US01/19110
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160
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys. Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Agp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Arg Cys Val
100 105 110

Leu Trp Gly Gln Gly Thr -Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 ) 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 \ 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 , 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 78

<211> 250

<212> PFRT

<213> Homo sapiens
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<400> 78
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln @ly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val His Pro Ser Arg
100 105 110

Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 ) 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 : 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe .Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
- 210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240
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Gly Gln Gly Thr Arg Leu

<210>
<211l>
<212>
<213>

<400>

245

79

251 .
PRT

Homo sapiens

79

Gln Val Gln Leu Val Gln

1

5

Ser Val Lys Val Ser Cys

20

Gly Ile Ser Trp Val Arg

35

Gly Trp Ile Ser Gly His

50

Gln Gly Arg Val Thr Met

65

70

Ile Glu Leu Arg Ser Leu

85

Ala Arg Pro Phe Tyr Asp

100

Pro Gln Trp Gly Gln Gly

115

Gly Ser Gly Gly Gly Gly
130

Thr Leu Thr Gln Ser Pro

145

150

* Ala Thr Leu Ser Cys Arg

165

Ala Trp Tyr Gln Gln Lys

180

Glu Ile Lys Arg

Ser

Lys

Gln

Asp

55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala

Pro

Gly

Ala

Ala

40

Asp

Ala

Ser

Leu

Met

120

Gly

Thr

Ser

Gly

val
Ser

25
Pro
Ser
Asp
Asp
Thr
105
val
Gly
Leu

Gln

Gln
185

250

Glu

10
Gly
Gly
Thr
Thr
Asp

90
Ser
Thr
Gly
Ser
Ser
170

Ala

94

val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Leu

155

val

Pro

Lys
Thr
Gly
Tyr

60
Thr
Ala
Val
Ser
Ser
140
Ser

Thr

Arg

Lys

Phe

Leu

Ala

Ser

val

Leu

Ser

125

Ala

Pro

Arg

Leu

Pro

Ser

30

Glu

Gln

Thr

Tyr

Arg

110

Gly

Leu

Gly

Gly

Leu
1380

Gly

Asn

Trp

Lys

Ala

Tyr

95

Leu

Gly

Glu

Glu

Trp

175

Met

PCT/US01/19110

Ala

Val
Phe
Tyxr
80
Cys
Pro
Gly
Thr
Arg
160

val
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Gly Thr Ser Arg Arg Ala Thr @Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 ’ 220

Agsp Phe Ala Val Tyxr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 80

<211> 250

<212> PRT

<213> Homo sapiens

<400> 80
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp.Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

- Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Gly Pro Tyr Gly
100 105 ) 110

Thr Trp Gly Glun Gly Thr Met Val Thr Val Ser ger Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140
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Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 . . 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 2390 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg . .
245 250

<210> 81

<211l> 250

<212> PRT

<213> Homo sapiens

<400> 81 :
Gln val Gln Leu Vval Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 i 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
85 70 , 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Pro.Phe Tyr Asp Thr Leu Thr Ser Tyr Val Thr Thr Pro Cys
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100 105 110

Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly CGly Gly Cly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 : 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 ’ ’ 185 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu'Glu Pro Glu Asp
210 ‘ 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 82

<21l1> 244

<212> PRT

<213> Homo sapiens

<400> 82
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Asp Trp Val
35 40 45

Ser Ala Ile Thx Trp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser val
50 55 60
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Glu Gly Arg Phe Ala Val Ser Arg Asp Asn Ala Lys Asn Ala Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 . S0 95

Thr Lys Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn Trp CGly
100 105 110

Gln Gly Thr Leu Vval Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro
130 ' 135 . 140

Ser Ser Leu Ser Ala Ser Ile Gly Asp Arg Val Thr Ile Thr Cys Arg
145 150 155 160

Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro
165 170 175

Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr Leu Gln Ser
180 185 120

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
195 200 205

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Val Ala Thr Tyr Tyr Cys
210 215 220

Gln Lys Tyr Asn Ser Ala Pro Tyr Ala Phe Gly Gln Gly Thr Lys Val
225 230 235 240

Glu Ile Lys Aryg

<210> 83
<211> 251
<212> PBRT
<213> Homo sapiens

<400> 83
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala .
1 5 10 15

S8
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp His
' 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Axrg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Agp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu. Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175 .

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Thr Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe pla Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Sexr Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210>
<211>
<212>
<213>

<400>

84

251
PRT
Homo sapiensg
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150
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Thr
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135
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Pro

Thr

Gly
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40

Asp
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Ser

Leu
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120

Gly

Thr

Ser

Gly

Gly
200
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Ser

25
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Ser

Asp

Asp

Thr

105

Val

Gly

Leu

Gln

Gln

185

Val

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Ser

Thr

Gly

Ser
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170

Ala

Pro

100

Val

Tyr

Gln

Lys

Ser

75

Thr

Ty
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Leu

155
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Pro
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Lys
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Thr
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140
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45
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Pro
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Glu Ser Gly Thr Asp
210

Asp Phe Ala Val Tyr

225

Phe Gly Gln Gly Thr

<210>
<211l>
<212>
<213>

<400>

245

85

251

PRT

Homo sapiens

85

Gln Val Gln Leu Val

1

5

Ser Val Lys Val ser

20

Gly Ile Ser Trp Val

35

Gly Trp Ile Ser Gly

50

Gln Gly Arg Val Thr

65

Ile Glu Leu Arg Ser

85

Ala Arg Pro Phe Tyr

100
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115
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130
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145
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70

Leu

Asp

Gly

Gly

Pro
150
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55

Thr
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135
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40

Asp
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val-
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 86
<211> 251
<212> PRT
<213> Homo sapiens

<400> 86
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Ser Asn His
20 L 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Txp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr .
65 70 75 80 -

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Asn Tyr Val Phe Glu Tyr Tyr
T o100 105 110

Ala Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
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115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly'Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 87

<211> 251

<212> PRT

<213> Homo saplens

<400> 87
Gln Vval Gln Leu val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ’ 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Leu Tyxr Tyr
100 . 105 110

Leu His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 ) 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Sser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240.

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 88

<211> 251

<212> PRT

<213> Homo sapiens

<400> 88 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly. Tyr Thxr Phe Ser Asn His
20. 25 ] 30
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Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 - 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr(Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
- 130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glm Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Pro Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 89
<211l> 251
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<212> PRT
<213> Homo sapiens

<400> 89
Gln Val @ln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 ‘ 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala.Gln Lys Phe
50 ’ 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95 )

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Met Tyr Phe
100 105 110

Pro His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 i35 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 . 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 90

<211> 251

<212> PRT

<213> Homo sapilens

<400> 90
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 ' 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Phe Phe Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
1865 ‘ 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 130

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 ' 220

Asp Phe Ala Val Tyr Tyr Cys Gln CGln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
A245 250

<210> S1
<211> 251
<212> PRT
<213> Homo sapiens

<400> 91
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 : 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
85 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Giy Gly Gly
115 12¢ 125

Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr

108



WO 02/02641 PCT/US01/19110

130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 158 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Val Ile Arg Arg
245 250

<210> 92

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 92
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
-35 ) 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys- Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Asp Tyr Tyr
100 105 110

Ala Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125 :

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 3 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr. Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 93

<211ls> 251

<212> PRT

'<213> Homo sapiens

<400> 93
Gln Vval Gln.Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser Val Lys val Ser Cys Lys Ala Sexr Gly Tyr Thr Phe Ser Asn Hig
20 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45
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 Gly Trp Ile Ser Gly His Gly Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

. Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Ty
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Pro Phe Leu
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
"118 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr 2asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 . 230 - 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Ser Arg
245 . 250

<210> 24

<211> 251

<212> PRT

<213> Homo sapiens

<400> 94

111



WO 02/02641 PCT/US01/19110

Gln Val Glan Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Ser Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ’ 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 g0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Agp His Trp Gly Glmn Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125 .

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg .
145 : 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 . 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Iie Ser Arg Leu Glu Pro Glu
210 215 220 '

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 . 230 235 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 95

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 95
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ; 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 . 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
’ 85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Glu Tyr Tyr
100 105 110

Ser Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 _ 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Giy Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 96

<211> 251

<212> PRT

<213> Homo sapiens

<400> 96
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 " 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr FPhe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Afg
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145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 , 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 97

<211> 251

<212> PRT

<213> Homo sapilens

<400> 97
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 ) 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr ala Phe Ser Asn His
- 20 25 30

Gly Ile Ser.Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 : 40 45

Gly Txp Ile Ser Gly His Asp Asp Ser Ala Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 : ' S0 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
. 100 105 110
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Asp His Trp Gly Gln Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arxg
145 150 155 160

Ala Thr Leu Sexr Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glan Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
1890 185. 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu-Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235+ 2490

Phe Gly CGln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 98

<211> 251

<212> PRT

<213> Homo 'sapilens

<400> 98
Gln Val Gln Leu Val Gln Ser Gly Val Glu vVal Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly Tyr Asp Asp Ser Thr Lys Tyr Ala Gln Lys Fhe
50 55 60
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31ln Gly Arg vVal Thr Met Thr ala Asp Thr Ser Thr Sexr Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Phe Tyr
© 100 105 110

Leu Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro'Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ' 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ) 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 99
<211> 251
<212> PRT
<213> Homo saplens

<400> 99
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Brg val Thr Met Thr .Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ' 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr  Val Phe Gln Tyr Phe
100 105 110 .

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Lys Arg
145 150 155 160

Ala Thr Leu Pro Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 208

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 100
<211> 250
<212> PRT
<213> Homo sapiens

<4¢00> 100
@Gln Val @Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ' 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 ) 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Leu Asp
100 105 110

Ser Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Rsp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 17¢C 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 ' 185 ’ 180

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser CGlu
195 200 205
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Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
’ 245 250

<210> 101
<211> 251
<212> PRT
<213> Homo sapiens

<400> 101 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 : 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Glu Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr 2la Asp Thr Ser Thr Ser Thf Ala Tyr
65 70 ‘ 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr, Asp Thr Leu Thr Ser Tyr.Val Leu Tyr Phe Tyr
100 105 - 110

Pro Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Ala Leu Glu Thr
130 135 140 -

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ’ 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg Gly Txp val
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165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 . 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 102
<211> 251
<212> PRT
<213> Homo sapiens

<400> 102
Gln Val Gln Leu Val Gln Ser CGly Vval Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 - 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr BAla Gln Lys Phe
50 55° 60 ¢

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Asn Thr Ala Tyr
65 ’ 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly

Thx

145

Ala

Ala

Gly

Glu

Asp

225

Phe

Ser Gly
130

Leu Thr

Thr Leu

Trp Tyr

Thr Ser

195

Ser Gly
210

Phe Ala

Gly Gln

<210> 103
<21l> 251
<212> PRT

<213>

<400> 103
Gln Val Gln Leu Val

1

Gly

Gln

Ser

Gln

180

Arg

Thx

Val

Gly

Gly

Ser

Cys

165

Gln

Arg

Asp

Tyr

Thr
245

Homo sapiens

S

Ser Val Lys Val Ser

20

Gly Ile Ser Trp Val

35

Gly Trp Ile Ser Gly

50

* Gln Gly Arg val Thr

65

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr
230

Arg

Gln

Cys

Arg

His

Met
70

Ser

135

Asp

Ala

Pro

Thr

Thr

215

Cys

Leu

Ser

Lys

Gln

Asp

55

Thyx

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Gly

Ala

Ala

40

Asp

Ala

Gly

Leau

Gln

Gln

185

val

Thr

Gln

Ile

val

Ser

25

Pro

Ser

Asp

Gly

Ser

Ser

170

Ala

Pro

Ile

TyT

Lys
250

Glu

10

Gly

Gly

Thr

Thr

122

Gly

Leu

155

vVal

Pro

Asp

Ser

Ala

235

Arg

val

Tyr

Gln

Lys

Ser
75

Ser

140

Ser

Thr

Arg

Arg

Arg

220

Thxr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Lys

Phe

Leu

45

Ala

Serxr

Leu

Gly

Gly

Leu

190

Ser

Glu

Pro

Pro

Sex

30

Glu

Gln

Thr

Glu

Glu

Trp

175

Met

Gly

Pro

Arg

Gly
15

Asn

Trp

Lys

Ala

PCT/US01/19110

Thr

Arg

160

vVal

Tyr

ser

Glu

Thr
240

Ala

His

val

Phe

vy
80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 c 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg .
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 ( . 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Val Lys Arg
245 : 250

<210> 104
<211> 251
<212> PRT
<213> Homo sapiens

<400> 104
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30
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Gly Ile Ser
35

Gly Trp Ile

Gln Gly Arg
65

Ile Glu Leu

Ala Arg Pro

Asp His Trp
115

Gly Ser Gly
130

Thr Leu Thr
145

Ala Thr Leu

Ala Trp Tyr

Gly Thr Ser
185

Glu Ser Gly
210

Asp Phe Ala
225

Phe Gly Gln

<210> 105
<21l> 251
<212> PRT

Trp

Ser

val

Arg

Phe

100

Gly

Val

Gly

Thr

Ser

85

Tyx

Gln

Arg

His

Met

70

Leu

Asp

Gly

Gln

Asp

55

Thr

Lys

Thr

Thr

Gly Gly Gly Ser

Gln

Ser

Gln

180

Arg

Thr

val

Gly

Ser

Cys

165

Gln

Arg

Asp

Tyr

Thr
245

Pro

150

Arg

Lys

Thr

Phe

Tyr

230

Arg

135

Asp

Ala

Pro

Thxr

Thr

215

Cys

Leu

Ala

40
Asp
Ala
Sexr

Leu

Met
120

Pro

Ser

Asp

Asp

Thr

105

Val

Gly

Thr

Thr

Asp

90

Ser

Thr

Gly Gly Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Leu

Gln

Gln

185

Val

Thr

Gln

Ile

Ser

Ser

170

Ala

Pro

Ile

Tyr

Lys

250

124

Gln

Lys

Ser

75

Thr

Tyr

val

Gly

Leu

155

Val

Pro

Asp

Sexr

Ala

235

Arg

Gly

Tyr

60

Thr

Ala

val

Ser

Ser

140

Sex

Thr

Arg

Arg

Arg

220

Thr

Leu

45

Ala

Ser

Val

Phe

Ser

125

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Glu
Gln
Thr
Tyr
Gln
110
Gly
Leu
Gly
Gly
Leu
190
Ser

Glu

Pro

PCT/US01/19110

Trp Val

Lys Phe

Ala Tyr
80

Tyr Cys
95

Tyr Phe

Gly Gly

Glu Thr

Glu Arg

160
Trp Val
175
Met Tyr
Gly Ser

Pro Glu

Arg Thr
240
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<213> Homo sapiens

<400> 105
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His.Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Glu Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr. Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 . 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
' 195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Val Lys Arg
245 250

<210> 106
<211> 251
<212> PRT
<213> Homo sapiens

<400> 106
Gln val Gln Leuw Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 . 25 : 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
Y] . 55 60

Gln Gly Arg vVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 - 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys |
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Ala Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Tip Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg 'Leu Leu Met TYr
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180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 : 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 107
<211l> 250
<212> PRT
<213> Homo sapiens

<400> 107 )
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 4Q 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lyé Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
&5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr' Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Pro Ser
100 105 ‘ 110

val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly CGly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140
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Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
180 185 180

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
195 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 ‘ 220

Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 - 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 108
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 108
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15 ’

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
. 35 40 ’ 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 ’ 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 , 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 - 110

Asp His Trp Gly Gla Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ) 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 : 135 140

Thr Pro Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 109
<211> 251
<212> PRT
<213> Homo sapiens

<400> 109
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5, 10 ' 1s

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45
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Gly

Gln

65

Ile

Ala

Asp

Gly

Thr

145

Ala

Ala

Gly

Glu

AsSp

225

Phe

<210>
<211>
<212>
<213>

<400>

Trp

50

Gly

Glu

Arg

His

Ser

130

Leu

Thr

Trp

Thr

Ser

210

Phe

Gly

Ile

Arg

Leu

Pro

Trp

115

Gly

Thr

Leu

Tyr

Ser

195

Gly

Ala

Gln

110
251
PRT
Homo sapiens

110

Sex

Val

Arg

Phe

100

Gly

Gly

Gln

Ser

Gln

180

Axrg

Thr

val

Gly

Gly

Thr

Ser

85

Tyr

Gln

Gly

Ser

Cys

165

Gln

Arg

Asp

Tyx

Thy
245

His

Met

70

Leu

Asp

Gly

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Asp

55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala

Pro

Thr

Thr
215

Cys

Leu

Asp

Ala

Ser

Leu

Met
120

Gly

Thr

Sexr

Gly

Gly

200

Leu

Gln

Glu

Ser

Asp

Asp

Thr

105

val

Gly

Leu

Gln

Gln
185

val

Thr

Gln

Ile

Thr Lys

Thr Ser
75

Asp Thr
S0

Ser Tyr

Thr Val

Gly Gly

Ser Leu
155

Ser Val
170

Ala Pro
Pro Asp
Ile Ser
Tyr Ala

235

Lys -Arg
250

Tyr

60

Thr

Ala

val

Ser

Ser

140

Ser

Thr

Arg

Arg

Arg

220

Thr

Ala

Ser

Val

Phe

Ser

125

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Arg

Thr

Tyr

Gln

110

Gly

Leu

Gly

Gly

Leu

190

Ser

Glu

Pro

Lys

Ala

Tyr

95

Tyr

Gly

Glu

Glu

Trp

175

Met

Gly

Pro

Arg

PCT/US01/19110

Phe

Tyr

80

Cys

Phe

Gly

Thr

Arg

160

val

Tyr

Ser

Glu

Thr
240

Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly ala
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Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 : 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyxr Cys
85 - 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
. 100 108 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
- 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 ) 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser,Val Thr Arg Gly Trp Val
. 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr
180 185 ) 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 ' 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 111
<211> 248
<212> PRT
<213> Homo sapiens

<400> 111
Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala Ser val Lys
1 5 ’ 10 15

Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Sexr Asn His Gly Ile Ser
20 25 V 30

Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val Gly Trp Ile
35 40 45

Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe Gln Gly Arg
50 55 60

Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr Ile Glu Leu
65 70 75 80

Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Pro
85 90 95

Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe Asp His Trp
100 105 110

Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr Leu Thr
130 135 140

Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu
145 150 155 160

.Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly Thr Ser
180 185 190

Arg Arg Ala Thr Gly Vval Pro Asp Arg Phe Ser Gly Ser Glu Ser Giy
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195 200 205

Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala
210 215 220

Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe Gly Gln
225 230 235 240

Gly Thr Arg Leu Glu Ile Lys Arg
245

<210> 112
<211> 251
<212> PRT
<213> Howmo sapiens

<400> 112 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ' 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly.Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 9Q 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Leu Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly @ly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 ’ 160
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Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gla Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 113
<211> 251
<212> PRT
<213> Homo sapilens

<400> 113
Gln Val Gln Leu Val Gln Ser Gly Val Glu vVal Lys Lys Prc Gly Ala
1 . 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 ’ 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 ' 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110
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Asp

Gly

Thr

145

Ala

Ala

Gly

Glu

Asp

225

Phe

Ser

130

Leu

Thr

Trp

Thr

Ser

210

Phe

Gly

Trp

115

Gly

Thr

Leu

YT

Ser

195

Gly

Ala

Gln

<210> 114
<211> 251
<212> PRT
<213> Homo sapiens

<400> 114 .
Gln Val Gln Leu Val

1

Ser Val Lys

Gly Ile Ser

35

Gly Trp Ile

50

Gly

Gly

Gln

Ser

Gln

180

Arg

Thr

val

Gly

val
20

Trp

Ser

Gln

Gly

Ser

Cys

165

Gln

Arg

Asp

Tyr

Thr
245

5

Ser

val

Gly

Gly

Gly

Pro
150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Gln

cys

Arg

His

Thr
Ser
135
Asp
Ala
Pro
Thr
Thr
215

Cys

Leu

Ser
Lys
Gin

Asp
55

Ile

120

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Gly

Ala

Ala

40

Asp

Val

Gly

Leu

Gln

Gln

185

Val

Thr

Gln

Ile

Val

Ser

. 25

Pro

Ser

Thr

Gly

Ser

Ser

170

Ala

Pro

Ile

Tyr

Lys
250

Glu

10

Gly

Gly

Thr

135

val
Gly
Leu
155
Val
Pro
Asp
Ser
aAla

235

Arg

Val
Tyr
Gln

Lys

Ser

Ser

140

Ser

Thr

Arg

Arg

Arg

220

Thr

Lys

Thr

Gly

Tyxr
60

Ser

125

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Lys

Phe

Leu

45

Ala

Gly

Leu

Gly

Gly

Leu

190

sSer

Glu

bPro

Pro

Sexr

30

Glu

Gin

Gly

Glu

Glu

Trp

175

Met

Gly

Pro

Arg

Gly

Asn

Trp

Lys
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Gly

Thr

Arg

160

Val

Tyr

Ser

Glu

Thr
240

Ala

His

val

Phe
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Ile Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr @Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyxr
180 185 130

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pra Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asp Thr Ser Pro Arg Thr-
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 115
<211> 251
<212> PRT
<213> Homo sapiens

<400> 115
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 h : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
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20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 390 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110 ’

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 :

Gly Ser Gly Gly Gly Gly ser Gly Gly Gly Gly Serx Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Sexr Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Vval Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ~ 250
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<210> 116
<211> 251
<212> PRT
<213> Homc sapiens

<400> 116
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala -
1 ' 5 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln CGly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thxr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130. 135 140

Thr Leu Thr Gln Sexr Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 ‘ 175

aAla Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1390

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 ) 200 o 205

Glu Ser Gly Thr Asp Phe Thr Leu Ala Ile Ser Arg Leu Glu Pro Glu
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210 215 220

Asp Phe Ala Val Tyrx Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 2390 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 117
<211> 251
212> PRT
<213> Homo sapilens

<400> 117
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 ) 25 ‘ 30

Gly Ile Ser Trp Val Arg Gln Ala Pfo Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly ArgvVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85" 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Glun Tyr Phe
100 105 110

Asp His Trp Asp Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ’ 125

Gly Ser Gly Gly Gly Gly Ser Gly Giy Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glm Ser Val Thr Arg Gly Trp Val
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Arg Arg Leu Leu Met Tyr
180 . 185 190

@Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 ’ 220

Asp Cys Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 118
<211l> 251
<212> PRT
<213> Homo sapiens

“<400> 118
@ln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 - 60

' Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

140



WO 02/02641

Gly

Thr

145

Ala

Ala

Gly

Glu

Asp

225

Phe

Sexr

130

Leu

Thr

Trp

Thr

Sexr

210

Ser

Gly

Gly

Thr

Leu

Tyx

Sexr

195

Gly

Ala

Gln

<210> 119
<211> 251
<212> PRT
<213> Homo sapiens

<400> 119
Gln Val Gln

1

Ser val Lys

Gly Ile Ser

35

Gly Trp Ile

50

Gln Gly Arg

65

Gly
Gln
Ser
Gln
180
Arg
Thr

vVal

Gly

Leu

Val
20

Trp

Gly

Ser

Cys

165

Gln

Arg

Asp

Tyr

Thr
245

val
5

Ser

Val

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Gln

CYS

Arg

Ser Gly His

Val

Thr

Met

- 70

Ser

135

Asp

Ala

Pro

Thr

Thr

215

Cys

Leu

Ser

Lys

Gln

Asp

55

Thr

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Gly

Ala

‘Ala

40

Asp

Ala

Gly

Leu

Gln

Gln

185

Val

Thr

Gln

Ile

Val

Ser
25

Pro

Ser

‘Asp

Gly
Sexr
Ser
170
Ala
Pro
Ile

Tyx

Lys
250

Glu

10
Gly
Gly

Thj:

Thr

141

Gly

Leu

155

val

Pro

Asp

Ser

Ala

235

Arg

Val

Tyr

Gln

Lys

Ser
75

Ser

140

Ser

Thr

Axrg

Arg

Arg

220

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Lys

Phe

Leu

45

Ala

ser

Leu
Gly
Gly
Leu
190
Sexr

Glu

Pro

Pro
Ser

30
Glu

Gln

Thr

Glu
Glu
Trp
175
Met
Gly

Pro

Arg

Gly
15

Asn

Trp

Lys

Ala

PCT/US01/19110

Thr
Arg
160
Val
Tyr
Ser

Glu

Thr
240

Ala

His

val

Phe

Tyr
80
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Ile Glu Leu Arg Sex
85

Ala Arg Pro Phe Tyr
100

Asp His Trp Gly Gln
115

Gly Ser Gly Gly Gly
130

Thr Leu Thr Gln Ser
145

Ala Thr Leu Ser Cys
165

Ala Trp Tyr Gln Gln
180

Gly Thr Ser Arg Arg
185

Glu Ser Gly Thr Asp
210

Asp Phe Ala Val Tyr
225

phe Gly Gln Gly Thr
245

<210> 120
<211> 251
<212> PRT
<213> Homo sapiens

<400> 120
Gln Val Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Gly Ile Ser Trp Val

Leu

Asp

Gly

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Lys

Thr

Thr

Ser

135

Asp

Ala

Pro

Thr

Thr

215

Cys

Leu

Ser

Leu

Met

120

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Asp

Thr

105

Val

Gly

Leu

Gln

Gln

185

val

Thr

Gln

Ile

Gln Ser Gly Val

Cys Lys Ala Ser

25

Arg Gln Ala Pro

Asp

Ser

Thr

Gly

Ser

Ser

170

Ala

Pro

Ile

Tyr

Asn
250

Glu
10

Gly

Gly

142

Thr Ala

Tyr Val

Val Ser

Gly Ser
140

Leu Ser
155

Val Thr

Pro Arg

Asp Arg

Ser Arg
220

Ala Thr
235

Arg

val

Phe

Ser

125

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Tyr

Gln

110

Gly

Leu

Gly

Gly

Leu

190

Ser

Glu

Pro

Val Lys Lys Pro

Tyr Thr Phe Ser

30

Gln Gly Leu Glu

Tyr

95

Tyr

Gly

Glu

Glu

Trp

175

Met

Gly

Pro

Arg

Gly
15

Asn

Trp

PCT/US01/19110
Cys
Phe
Gly
Thr
Arg
160
Val
Tyr
Sexr

Glu

Thr
240

Ala
His

val
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35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

‘Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

. Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

ASp His Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
115 120 , 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 .170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Val Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 ' 235 240

Phe Gly Gln Gly Thr Arg‘Leu Glu Ile Lys Arg
245 250

<210> 121
<211l> 251
<212> PRT
<213> Homo sapiens
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<400> 121
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
: 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Axg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
B85 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe His Tyr Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 180

Ala Thr Leu Ser Cys Arg Ala Ser @Gln Ser Val Thr Arg Gly Trp Val
' 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Vval Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
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225 230 235 240,

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 122
<211> 251
<212>» PRT
<213> Homo sapiens

<400> 122 N
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Als Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 .

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 : 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 50 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Pro Val Tyr
100 105 ‘ 110

Tyr Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ) 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 158 160

Ala Thr Leu Ser Cys Arg Ala Ser Glun Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190
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@ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 : 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
2258 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 123
«211l> 251
<212> PRT
<213> Homo sapilens

<400> 123
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ) 30

" @ly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Gly Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ’ 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ° 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
’ 85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Phe Ile
100 , 108 . 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 ’ 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
les 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Sex
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 124
<211> 251
<212> PRT
<213> Homo sapiens

<400> 124
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Pro Cys Lys Ala Sexr Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ) 55 60 ‘

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 125
<211> 251
<212> PRT
<213> Homo sapiens

<400> 125
Gln val Gin Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Pro Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
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50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly‘Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Cys Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 ) 205 ° .

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 126
<211> 251
<212> PRT
<213> Homo sapiens

<400> 126
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 ’ 5 10 15
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Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 " 60

@Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 " 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 - 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala His Arg Leu Leu Met Tyr
180 ' 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Asp Ser
195, 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
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245 250

<21l0> 127
<211> 251
<212> PRT
<213> Homo sapiens

<400> 127
@ln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe His Tyr Tyr
100 105 110

Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 : 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 128
<211> 251
<212> PRT
<213> Howmo saplens

<400> 128 :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 1s

Sexr Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Gly Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 \ 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 129
<211> 251
<212> PRT
<213> Homo sapiens

<400> 129
Gln val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

G¢ln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thx Leu Thr Ser Tyr Val His Glu Phe Phe
100 105 110
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Ser Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 130

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

‘Asp Phe Rla vVal Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 130
<211> 251
<212> PRT
<213> Homo sapiens

<400> 130
Gln Val Gln Leu val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
"1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 - 30

Gly Ile Ser Trp Val Arg Gln Ala Ser Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
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65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 80 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 _ 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glo Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

@Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 131
<211> 251
<212> PRT
<213> Homo sapiens

<400> 131
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 - 15

Ser Val Lys Val Ser Cys Lys BAla Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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@Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Brg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyrx Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Lys Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Gly Gly Ser
195 200 205

Glu Ser Gly Thr 2Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 132
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<211> 251
<212> PRT
<213> Homo sapiens

<400> 132
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly Arg Asp Asp Ser Thr Lys Tyr Ala Gln Lys Fhe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
118 ' 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly vVal Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Agp Phe Ala Vval Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Prc Arg Thr
225 230 235 240

. Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 133
<211> 251
«212> PRT
<213> Homo sapiens

<400> 133
Gln Val Gln Leu Vval Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110 -

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser @Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 . 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Arg Ser Val Thr Arg Gly Trp Val
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Glin Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Sexr
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 134
<211> 251
<212> PRT
<213> Homo sapiens

<400> 134
Gln val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Thr
1 5 +10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Gly Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 ’ 1085 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Lys Ala Ser Gln Ser Val Thr Arg Gly Trp Val
© 165 170 175

ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

@ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 135
<21li> 251
<212> PRT
<213> Homo sapilens

<400> 135
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 : 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asgp Asp Sexr Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr RAla Tyr
65 70 75 ' 80

Ile Glu Leu Arg Ser Leu Lys Pro Asp Asp Thr Ala Val Tyr Tyr CYS
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85 90 95

-Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
' 100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
- 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
155 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu-Glu Pro Glu
210 ) 215 220

Asp Phe Ala Val Tyr Tyr Cys Glm Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 136
<211> 251
<212> PRT
<213> Homo sapiens

<400> 136
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

161



WO 02/02641 PCT/US01/19110

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyxr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200" 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 137
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 137
Gln Val Gln Leu Val Gln Ser Gly val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys BAla Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glmn Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Bsp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 :

Gln Gly Arg Val Thr Met Thr aAla Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ' 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ) 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp. Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ’ 190

Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ’ 215 220

Asp Phe Ala vVal Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ’ 230 235 240
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Phe Gly Gln Gly Thr Arxrg Leu Glu Ile Lys Arg
245 250

<210> 138
<211> 251
<212> .PRT
<213> Homo sapiens

<400> 138
Gln val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 ’ 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr 2ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

ala Trp Tyr Gln Gln Lys Pro Ala Gln Ala Pro Arg Leu Leu Met Tyr
180 - 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asn Arg Phe Ser Asp Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Tyr Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 139
<211> 251
<212> PRT
<213> Homo sapilens

<400> 139
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp Hisg Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
118 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140
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Thr .Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 ’ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyxr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 - 230 ’ 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Arg Arg
245 250

<210> 140
<211> 250
<212> PRT
<213> Homo sapiens

<400> 140
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Arg Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyxr
585 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Ala Leu Aép
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100 105 110

Leu Trp Gly Gln Gly Thr Met val Asn Val Ser Ser Gly Gly Gly Gly
115 120 128

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr
130 135 140

Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala
145 150 155 160

Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr Gly
' 180 185 . 190

Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser Glu
1388 200 205

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp
210 215 220

Phe Ala vVal Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr Phe
225 230 235 240

Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 141
<211> 251
<212> PRT
<213> Homo saplens

<400> 141
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 . 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gly Tyr Tyr
100 105 110

Ser Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 '

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 :

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Sexr Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Ile Ile Ser Arg Leu Glu Pro Glu
210 215 ' 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 : 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 142
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 142 ’
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@ly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyxr FPhe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 - . 185 190

@Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr‘Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 143
<211> 251
<212> PRT
<213> Homo sapiens

<400> 143
Gln Val Gln Leu Val Gln Ser CGly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

" Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

50 ) 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
8% S0 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Lys Tyr Tyr
100 105 110

Thr Asp Trp Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 _ 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
155 ) 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Sexr Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

"<210> 144
<211> 251
<212> PRT
<213> Homo sapiens

<400> 144
Gln Val Gln Leu Val Gln Ser Gly Val Glu Ala Arg Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ’ 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val.Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly CGln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 . 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
: 210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln -Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 145
<211> 251
<212> PRT
<213> Homo sapiens

<400> 145
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Sexr Asm His
20 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 : : 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met His Ala Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Giy
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115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Ser Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180 -

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 - 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Gln Thr
225 230 ' 235 240

Phe Gly.Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 1486
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 146
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val TYr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe His Tyr Leu
100 105 110

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 . 215 220

BAsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 147
<211> 251
<212> PRT
<213> Homo sapiens

<400> 147
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 S . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Pro Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
1595 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 148
<211> 251
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<212> PRT
<213> Homo saplens

<400> 148
Gln Val Gln Leu Val Gln Ser @Gly val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Hig
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 7Q 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Cys Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Glu Glu Axg
145 150 155 160

Ala Thr Leu Ser Cys Arg Thr Ser Glmn Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Asp Gln Ala Pro Arg Leu Leu Ile Tyr
180 185 . 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 149
<211> 251
<212> PRT
<213> Homo sapiens

<400> 149
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg vVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Ala Phe Gln Tyr Phe
100 105 ’ 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Vval Thr Arg Gly Trp Val
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ) 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 150
<211> 251
<212> PRT
<213> Homo sapiens

<400> 150
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
' 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Glu Tyr Phe
100 105 110

Ser vVal Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
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130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1%0

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 151
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 151
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
17 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Cys Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 . 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 g0 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
' 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 152
<211> 251
<212> PRT
<213> Homo sapiens

<400> 152
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

~ Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Phe Tyr Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyf Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 . 185 120

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 208

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 153
<211> 251
<212> PRT
<213> Homo sapiens

<400> 153
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@ln val Gln Leu val Gln Pro Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 “15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
: 35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser vVal Thr Arg Gly Trp Val
165 ' ) 170 17%

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Vval Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Fhe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 154
<211> 251
«212> PRT
<213> Homo sapiens

<400> 154
@ln Vval Gln Leu Vval Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly Arg Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ) 125 '

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 ) 170 175

Ala Trp Tyr Gln Gln Lys Pro Ala Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

183



WO 02/02641 PCT/US01/19110

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asn Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 155
<«211> 251
<212> PRT
<213> Homo sapiens

<400> 155 :
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Seér Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Tle Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys His Ala Gln Lys Phe
50 55 60

@Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ’ 70 ' 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 ' 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 ' 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
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145 150 155 - 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thy Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ' 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ’ 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 156
<211> 251
<212> PRT
<213> Homo sapiens

<400> 156
Gln val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 - 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 - 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 1058 110
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Brg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thf
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 158
<211> 251
«212> PRT
<213> Homo sapiens

<400> 158
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Proc Gly Ala
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
1865 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
. 180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 238 240

Phe @ly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 159
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 159
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Phe Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1920

Gly Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 160
<211> 251
<212> PRT
<213> Homo sapiens

<400> 160
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Cly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
e5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Ala Tyr .Tyr
100 . 105 110

Pro Asp Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
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165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly ser
195 200 205

@lu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 161
<211> 251
<212> PRT
<213> Homo sapiens

<400> 161
@Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ' : 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyx Tyr Cys
85 90 . 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
’ 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 120

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 ) 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 162
<211> 251
<212> PRT
<213> Homo sapiens

<400> 162 '
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Sexr val Lys Val Ser Cys Lys Rla Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg vVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 . 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arxg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 163
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 163
Gln Val Gln Leu Val Gln Ser Gly Val Glu Glu Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 . 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 : 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 1285

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Gly Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 . 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile“Lys Arg
245 250

<210> 164
<211> 244
<212> PRT
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<213> Homo sapiens

<400> 164
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Axg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Ala Met His Trp Val Arg Glm Ala Pro Gly Lys Gly Leu Asp Trp Val
35 40 45

Ser Ala Ile Thr Trxp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser Val
50 55 60

Glu Gly Arg Phe Ala Val Ser Arg Asp Asn Ala Lys Asn Ala Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Thr Lys Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn Trp Gly
. 100 105 110

Gln Gly Thr Leu Val Thr vVal Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro
130 135 140

Ser Ser Leu Ser Ala Ser Ile Gly Asp Arg -Val Thr Ile Thr Cys Arg
145 , 150 155 160

Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro
165 170 175

Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr Leu Gln Ser
180 185 190

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp bhg Thr
195 200 205

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Val Ala Thr Tyr Tyr Cys
210 215 220
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Gln Lys Tyr Asn Ser Ala Pro Tyr Ala Phe Gly Gln Gly Thr Lys Val
225 230 235 240

Glu Ile Glu Arg

<210> 165
<211> 251
<212> PRT
<213> Homo sapiens

<400> 165
Gln Val Gln Leu Val Gln Ser Gly Val Lys Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu'Arg Ser Leu Lys Ser Asp Asp Thxy Ala Val Tyr Tyr Cys
85 g0 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Val Tyr
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Glj Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 : 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 : 175

Ala Trp Tyr Gln Glp Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
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180 185 ' 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 166
<211> 251
<212> PRT
<213> Homo sapiens

<400> 166
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 .5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Ala His Trp Gly Glmn Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ‘ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Sexr Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gla Gln Tyr Alé Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 1867
<21ll> 251
<212> PRT
<213> Homo sapiens

<400> 167 )
Gln val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala

1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 .

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Sér Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp.Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Gly Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thxr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arxrg
245 250

<210> 168
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 168 )
Gln Val Gln Leu Val Gln Ser Gly Vval Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ’ 30

Gly Ile Ser Trp Val Arg Gln Ala Pxo Gly Gln Gly Leu Glu Trp Val
35 ‘ 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 €60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asn Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Sexr
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 : 250

<210> 169
<211> 251
<212> PRT
<213> Homo sapiens

<400> 169 ‘
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
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Ser

Gly

Gly

Gln

65

Ile

Ala

Asp

Gly

Thr

145

Ala

Ala

Gly

Glu

Asp
225

val

Ile

Trp

50

Gly

Glu

Arg

His

Ser

130

Leu

Thr

Trp

Thr

Ser

210

Leu

Lys

ser

35

Ile

Arg

Leu

Pro

Trp

115

Gly

Thr

Leu

Tyr

Ser

195

Gly

Ala

val

20
Trp
Ser
val
Arg
Phe
100
Gly
Gly
Gln
Ser
Gln
180
Arg

Thr

val

Ser

val

Gly

Thr

Ser

85

TYyr

Gln

Gly

Sexr

Cys

165

Gln

Arg

Asp

TYyTY

Cys

Arg

Met

70

Leu

Asp

Gly

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr
230

Lys

Gln

Asp

55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala

Pro

Thr

Thr

215

Cys

Ala

Ala

40

Asp

Ala

Ser

Leu

Met

120

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Ser

25

Pro

Ser

Asp

Asp

Thr

105

val

Gly

Leu

Gln

Gln

185

val

Thr

Gln

10

Gly

Gly

Thr

Thr

Asp

90

Ser

Thr

Gly

Ser

Ser

170

Ala

Pro

Ile

201

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Leu

155

val

Pro

Asp

Ser

Ala
235

Thr

Gly

Tyr

60

Thr

Ala

val

Ser

Ser

140

Ser

Thr

Arg

Arg

Arg

220

Thx

Phe

Leu

45

Ala

Ser

vVal

Phe

Ser

125

Ala

Pro

Arg

Leu

Phe

205

Leu

Ser

Ser

30

Glu

Gln

Thr

Tyr

Gln

110

Gly

Leu

Gly

Gly

Leu

190

Ser

Glu

Pro

15

Asn

Trp

Lys

Ala

Tyr

Tyr

Gly

Glu

Glu

Trp

175

Met

Gly

Pro

Arg

PCT/US01/19110

Val

Phe

Tyr

80

Cys

Phe

Gly

Thr

Arg

160

Val

TYTY

Ser

Glu

Thr
240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 170
<211> 251
<212> PRT
<213> Homo sapiens

<400> 170 : : . :
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ’ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 - 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Phe Tyr Tyr
100 105 110

Pro Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gla Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
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195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

«210= 171
<211> 251
<212> PRT
<213> Howo sapiens

<400> 171 )
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 : 110

Asp His Trp Gly Gin Gly Thr Thr Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 - 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 172
<21l1l> 251
<212> PRT
<213> Homo sapiens

<400> 172
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu val Tyr
100 105 110
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His

Gly

Thr

145

Ala

Ala

Gly

Glu

Asp

225

Phe

Pro Trp
115

Ser Gly
130

Leu Thr

Thr Leu

Trp Tyr

Thr Ser

195

Ser Gly
210

Phe Ala

Gly Gln

<210> 173
<211l> 251
<212> PRT

<213>

<400> 173

Gln Vval Gln Leu Val

1

Gly

Gly

Gln

Ser

Gln

180

Arg

Thr

val

Gly

Gln
Gly
Ser
Cys
165
Gln
Arg
Asp

Tyxr

Thr
245

Homo sapiens

5

Ser Val Lys Val Ser

20

Gly Ile Sex Trp Val

35

‘Gly Trp Ile Ser Gly

50

Gly

Gly

Pro

150

Arg

Lys

Ala

Phe

Tyr

230

Arg

Gln

Cys

Arg

His

Thr

Ser

135

Asp

Ala

Pro

Thr

Thr
215

‘Cys

Leu

Ser

Lys

Gln

Asp
55

Met

120

Gly

Thr

Ser

Gly

Gly

200

Leu

Gln

Glu

Gly

Ala

Ala

40

Asp

val

Gly

Leu

Gln

Gln

i85

Val

Thr

Gln

Ile

Val

Ser

25

Pro

Ser

Thr

Gly

ser

Ser

170

Ala

Pro

Ile

Tyr

Lys
250

Glu

. 10

Gly

Gly

Thr

205

Val

Gly

Leu

155

val

Pro

Asp

Ser

Ala

235

Arg

Val

Tyr

Gln

Lys

Ser
Ser
140
Ser
Thr
Arg
Arg
Arg
220

Thr

Lys

Thr

Gly

Tyr
60

PCT/US01/19110

Ser Gly Gly Gly
125

Ala Leu Glu Thr

Pro Gly Glu Arg
160

Arg Gly Trp Val
175

Leu Leu Met Tyr
190

Phe Ser Gly Ser
205 .

Leu Glu Pro Glu

Ser Pro Arg Thr
240

Lys Pro Gly Ala
15

Phe Ser Asn His
30

Leu Glu Trp val
45

Ala Gln Lys Phe
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pxo Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Ala Pro Leu
100 105 110 .

Val Thr Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 © 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 174
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 174
Gln Val Gln Leu Val Gin Ser Gly Val Glu Val Lys Lys Pro Gly 2ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
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20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu ﬁys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

-

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Ala Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 , 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ‘ 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210s> 178
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 175
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ic . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His'Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

@ln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Gly Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
+ 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

3la Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
. 165 . 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala His Arg Leu Leu Met Tyr
" 180 185 1900

Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Ser
195 E 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Giu
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210

215

220

PCT/US01/19110

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser .Pro Arg Thr

225

230

235

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg

<210>
<211>
<212>
<213>

<400>

176
251
PRT
Homo sapiens

176

Gln val Gln

1

Ser

Gly

Gly

Gln

65

Ile

ala

Leu

Gly

Thr

145

Ala

vVal

Ile

Trp

50

Gly

Glu

Arg

His

Sexr

130

Leu

Thr

Lys

Ser

35

Ile

Arg

Leu

Pro

Trp

115

Gly

Thr

Leu

Leu

val

20

Trp

Ser

val

Arg

Phe

100

Gly

Gly

Gln

Ser

245

val

5

Ser

val

Gly

Thr

Ser
85

Tyr

Gln

Gly

Ser

Cys
165

Gln

Cys

Arg

His

Met
70

Leu

Asp

Gly

Gly

Pro

150

Arg

Ser

Lys

Gln

Asp

55

Thr

Lys

Thr

Thr

Ser

135

Asp

Ala

Gly

Ala

Ala

40

Asp

Ala

Ser

Leu

Met

120

Gly

Thr

Ser

250

val Glu
10

Ser Gly
25

Pro Gly

Ser Thr

Asp Thr

Asp Asp

90

Thr Ser
105

Val Thr

Gly Gly

Leu Ser

Gln Ser
170

209

val

%

Gln

Lys

Ser

75

Thr

TYyx

val

Gly

Leu

155

Val

Lys

Thr

Gly

Tyr

60

Thr

Ala

val

Ser

Ser

140

Ser

Thr

Lys
Phe
Leu

45
Ala
Ser
val
Ile
Ser
125
Ala
Pro

Arg

Pro

Ser

30

Glu

Gln

Thr

TyY

Leu

110

Gly

Leu

Gly

cly

Gly

Asn

Trp

Lys

Ala

Tyr

95

TyT

Gly

Glu

Glu

‘Trp

175

240

Ala

Hig

val

Phe

Tyr

80

Cys

Tyr

Gly

Thr

Arg

160

val
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Ala Trp Tyr Glan Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 188 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Gln Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

«210> 177
<211> 251
<212> PRT
<213> Homo sapiens

<400> 177
Gln Val Gln Leuw Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Glu Phe Leu
100 105 ' 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

210
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Gly Ser Gly Gly Gly CGly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr lLeu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Vval
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 : 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200Q 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ) 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 178
<211> 251
<212> PRT
<213> Homo sapiens

<400> 178 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Arg -Pro Phe Tyr
100 105 110

Ala His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Txp Vval
165 170 ) 175

Ala Trp Tyr Glnm Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 - 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 179
<211> 251
<212> PRT
<213> Homo sapilens

<400> 179
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

3

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
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35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr‘Leu Ser Cys Arg Ala Ser Gln Gly Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1380

Gly Thr Sexr Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 180
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 180
Gln Ala Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 ' . 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Phe Tyr
100 105 110

Arg Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220,

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr

214



WO 02/02641 PCT/US01/19110

225 ' 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 181
<211> 251
<212> PRT
<213> Homo sapiens

<400> 181
Gln val Glo Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Glu Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Val Leu Glu Thr
130 135 : 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
' 165 170 175

Ala Trp Tyr Glmn Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190
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Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Deu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cyé Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 182
<21l1l> 251
<212> PRT
<213> Homo sapiens

<400> 182
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glan Gly Leu Glu Trp Val
35 40 - 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
5Q 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tvr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr. Asp Thr Leu Thr Ser Tyr Val Ile Gln Tyr Phe
' 100 105 . 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 - 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 183
<211> 251
<212> PRT
<213> Homo sapiens

<400> 183 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 : 10 ' 15

Ser Val Lyé Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Gly Tyr
€5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala Arg Pro Phe Tyr Asp Thxr Leu Thr Ser Tyr Val His Glu Phe Phe
100 105 110

Ser Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pre Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glm Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 .

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 184
<211> 251
<212> PRT
<213> Homo sapiens

<400> 184
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Dhe

218



WO 02/02641 PCT/US01/19110

50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met Gln Phe Phe
100 105 110

Pro Thr Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 : 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg‘Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ‘ 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Sexr Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 2440

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 185
<211> 251
«212> PRT
<213> Homo sapiens

<400> 185
@ln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

@Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Ser Phe Tyr
100 105 ‘ 110

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 ' 220

Asp Phe Ala Val Tyr Tyxr Cys Gln CGln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
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245 250

<210> 186

<211> 251

<212> PRT )
<213> Home sapiens

<400> 186 .
Gln val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glm Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 : 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 . 70 : 75 ' 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Tyr Tyr Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Leu Arg Leu Leu Met Tyr
180 185 . 190

Gly Thr Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Cys Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 ’ 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 187
<211> 251
<212> PRT
<213> Homo sapiens

<400> 187
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
' 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 ' 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser His Arg Leu Leu Met Tyr
180 185 190

Gly Thr Phe Arg Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 205

Glu Ser Gly Thr Asp Phe Ser Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Ser Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 188
<211> 251
<212> PRT
<213> Homo sapiens

<400> 188
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ) 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Asp Val Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
. 100 105 110
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Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Val
165 170 178

Ala Trp Tyr Gln Gln Lys Pro Gly CGln Ala Pro Arg Leu Leu Met Tyr
180 185 1920

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 © 230 235 240

Phe Gly ‘Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 188
<211> 251
<212> PRT
<213> Homo sapiens

<400> 189
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln @ly Leu CGlu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
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65 70 75 80

Ile Glu Leu Lys Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 80 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
’ 165 170 175

‘Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 2390 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250

<210> 190
<211> 251
<212> PRT
<213> Homo sapiens

)

<400> 190
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

225



WO 02/02641 PCT/US01/19110

Gly Ile Ser Trp Val Axrg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg vVal Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys '
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Phe Tyr
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 '

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 178

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
© 180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe 2la Val Tyr Tyr Cys Gln Gln Tyxr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe @ly Gln Gly Thr Arg Leu Glu Ile Lys Arg
. 245 250

<210> 191
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<211l> 251
<212> PRT
<213> Homo sapilens

<400> 191
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Gln Tyr Tyr
‘ 100 105 110

val Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 k 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu-Leu Met Tyr
180 185 190 .

@ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 192
<211> 251
<212> PRT
<213> Homo sapiens

<400> 192
Gln Val Gln Leu Val Gln Sexr Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
: 100 : 105 - 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leuw Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Leu Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Ala
225 230 235 240

Phe Giy Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 193
<211> 251
<212> PRT
<213> Howmo sapilens

<400> 193
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
’ 35 40 45 .

Gly Trp Ile Ser Gly His .Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly CGln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 ’ 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln _Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Val Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 194
<211> 251
<212> PRT
<213> Homo sapiens

<400> 194
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 . 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ‘ 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
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85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 108 110

Asp His Trp Gly CGln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln CGln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Sexr Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 195
'«211> 251
<212> PRT
<213> Homo sapiens

<400> 195
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 . 5 10 15 :

A
Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln @ly Leu Glu Trp Val
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 ‘ 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Agp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyxr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 196
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 196
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ! 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ’ 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Val Trp
. 100 105 110

Val Ser Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 - 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg CGly Trp Val .
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Asp Gln Ala Ser Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Ser Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

233



WO 02/02641 PCT/US01/19110

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ) 250

<210> 197
<211> 251
<212> PRT
<213> Homo sapilens

<400> 197 '
Gln Val Gln Leu Vval Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 g0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 ’ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser aAla Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyxr
180 185 190
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Gly Thr Ser Arg Arg Thr Thr Gly Val Pro Gly Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Prc Glu
210 : 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ) 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 198
<211> 251
«212> PBRT
<213> Homo sapieuns

<400> 198
Gln val @Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Bsn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His -Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
’ 50 55 ' 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Gly Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ' 90 ‘ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
: 100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Pro Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 : 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1920

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

* Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
228 230 235 240

Phe Gly Gln Gly Thr -Arg Leu Glu Ile Lys Arg
245 250

<210> 199
<211> 251
<212> PRT
<213> Homo sapiens

<400> 199
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 - 15

Ser val Lys Val Tyr Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 Q20 ) 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
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100 105 . 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
- 165 170 175

Ala Trp Tyr Glan Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ' 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 200
<211> 251
<212> PRT
<213> Homo sapiens

<400> 200
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 - 30

Gly Ile Ser Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Val Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 ’
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 " 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 - 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 ' 1490

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr‘Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

"Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ) 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
: 245 250

<210> 201
<211> 251
<212> PRT
<213> Homo sapiens

<400> 201 .
Gln Val Gln Leu Val Gln Ser @ly Vval Glu Val Lys Lys Pro Gly Ala

1 . 5 -10 15
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Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val,
35 40 45,

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ‘ 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Glu Tyr Tyr
100 105 110

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu-Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Thr Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 . 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Ser Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Val Thr Ser. Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
' 245 250
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<210> 202
<211> 251
<212> PRT
<213> Homo sapiens

<400> 202
Gln Val Gln Leu Val Gln Ser Gly Val Glu Ala Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ’ 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 -60 '

Gln Gly Axrg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 7.0 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Sexr Gly Gly Gly
115 120 125

Gly Sexr CGly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Pro Leu Ser Pro Gly Glu Axg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ‘ 190 -

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
: 195 ’ 200 . 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 ) 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 203
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 203
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15.

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Glu Tyr Ala Gln Lys Phe
50 ‘ 55 - 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val . Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Leu
100 ) 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 ‘ 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Ala Leu Sexr Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Txp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 - 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 204
<211> 251
<212> PRT
<213> Homo sapiens

<400> 204
Gln val Gln Leu Val Gln Ser Gly Val Gly val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser. Thr Ala Tyr
65 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
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115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 ' 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe éer Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 205
<211> 251
<212> PRT
<213> Homo sapiens

<400> 205 ‘
Gln Val Gln Leu Vval Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 €0

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 - 70 ) 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp.Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 Y120 125

Gly Ser Gly Gly dly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Gly
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 120

Gly Thr Ser Arg Arg Ala Thr Gly Val Prc Asp Arg Phe Ser Gly Ser
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr DLeu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Glu Gln Tyr Ala Thr Sexr Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 206
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 206 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
.20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Pro Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 ‘ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe His Phe Tyr
- 100 105 110 -

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser -Leu Ser Pro Gly Glu. Arg
145 150 155 160

Bla Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arxrg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Vval Pro ‘Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 207
<211> 251
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<212> PRT
<213> Howmo sapilens

<400> 207
Gln Val Gln Leu Val @Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Sexr Gly Tyr Thr Phe Ser Asn His
20 25 30 '

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 A 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Ala Ala Asp Thr Ser Thr Ser Thr Ala Tyr
- 65 70 75 , 80 °

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 ‘90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 ’ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 : ~ 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 v 200 205

@lu Ser Gly Thr Asp FPhe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Bsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ‘ 250

<210> 208
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 208 -
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 . 25 ) 30

Gly Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 :

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 ) . 60 :

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
&5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 25

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Ala Phe
100 105 110

Ser Leu Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 J120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
’ 130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 ’ 150 155 , . 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Serxr
195 200 208

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Val Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 209
<211> 251
<212> PRT
<213> Howmo sapiens

<400> 209
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ’ 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 o5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr val Phe Gly Phe Tyr
100 105 110

Pro Phe Trp Gly Gln Gly Thr Met Val Thr val ser Ser Gly Gly Gly
115 120 125 .

Gly Ser @ly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
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130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala. Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg DLeu Leu Met Tyr
180 185 . 120

@ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Gly Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys .Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Aré
245 - 250

<210> 210
<211> 251
<212> PRT
<213> Homo sapiens

 <400> 210 A
Gln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala

1 5 ' 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ° 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 .70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ' 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala  Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 - 155 ) 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Ser Arg Leu Leu Met Tyr
’ 180 185 180

Gly Ser Ser Arg Arg Ala Ala Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 : 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 ©o21s5 220

Asp Ser Ala Val Tyr Cys Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 " 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 211
<211> 251
<212> PRT
<213> Homo sapiens

<400> 211

Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 ‘ 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45
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Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95 -

Ala Arg Pro Ile Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 © 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Pro Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 ° 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg ély Trp Val
‘ 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
© 210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 - 230 . 235 - 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250 |

<210> 212
<211> 251
<212> PRT
<213> Homo sapiens

<400> 212
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Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

" @ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 ' SQ 85 '

Ala Arg Pro -Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Trp Tyr Tyr
100 105 110

Gln Asp Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140 -

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145, 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 : 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200. 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240
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Phe Gly Gln Gly Thr Ary Leu Glu Ile Lys Arg
: 245 250

<210> 213
<211> 251
<212> PRT
<213> Homo sapiens

<400> 213
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Liys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 . 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 . 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyx
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Pro Phe Tyr
100 105 110

Pro Leu Trp Gly Gln Cly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln.Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arxg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met TyY
180 185 ' 190
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145 150 155 160

Ala Ala Leu Ser Cys Arg Ala Sexr Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 1858 ' 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 : 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 _ 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235. 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
. 245 250

<210> 215
<211> 251
<212> PRT
<213> Homo sapiens

<400> 215 :
Gln Vval Gln Leu Val Gln Ser Glu Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

@ln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 - 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
85 20 ’ 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110 . ‘
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Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 . 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 . 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
o 180 185 ©190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Sers
195 200 205 i

Glu Ser Gly ThrlAsb Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
’ 210 - - 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 216
<211> 251
<212> PRT
<213> Homo sapilens

<400> 216
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 : 30

Ser Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 : - 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60
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Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 : 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 -

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ala Leu .Glu Thr
130 135 140 .

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
le5 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200- 205 ‘

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

.Asp Phe Ala Val Tyr Tyr'Cys Gln Gln Tyr Ala Thxr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 ) 250

<210> 217
<211l> 251

. <212> PRT

<213> Homo sapiens

<400> 217 ‘ .
Gln Val Gln Leu Val Gln Ser Gly val Glu Vval Lys Lys Pro Gly Ala

1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 . 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80O

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Tyr Phe
100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asb Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
' 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Vval Pro Asp Arg Phe Ser Gly Ser
’ 195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 . .

Asp Phe Ala Val Tyr Tyx Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 . 250
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<210> 218
<211i> 251
<212> PRT
<213> Homo sapiens

<400> 218
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Sex Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp(Thr Ser Thr Ser Thr Ala Tyr
65 70 B 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Glu Phe Phe
100 105 ' 110

Pro Ala Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Sexr Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Bla Thr Leu Ser Cys Arg Ala Ser Glm Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Glun Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 218
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 219 ) -
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ' 10 15

Ser val Lys _Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His -
20 25 30

8ly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Glu Tyr Leu
: 100 105 110

Pro Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 i2s

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arxrg
145 150 ’ 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
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165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 10

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Serxr
195 200 . 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe BAla Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<2105 220
<211> 251
<212> PRT
<213> Homo sapiens

<400> 220
Gln val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15 ~

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45 -

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ' 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp .Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu His Tyr Tyr
100 105 110

Ser Ala Trp Gly Glan Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 ’ 230 235 ’ 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
' 245 : 250

<210> 221
<211> 251
<212> PRT
<213> Homo sapiens

<400> 221
Gln Vval Gln Leu Val GIn Ser Gly Val Glu Val Arg Lys Pro Gly Ala
1 -5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Phe Tyr Tyr
100 105 110

Thr Ala Trp Gly Gln Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 ) 140 '

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glu Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr -Ile Ser Arg Leu Glu Pro Glu
210 . 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 2490

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 222
<211> 251
«<212> PRT
<213> Homo sapiens

<4Q00> 222
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lyg Pro Gly Ala
1 ' 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
5Q 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ~70 75 80

Ile Glu Leu Arg Sexr Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . S0 S5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Sexr Tyr Val Leu His Tyr Leu
100 105 110

Pro Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 ‘ 185 190

. @ly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220 ‘ .

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 . 240

Fhe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 223
<21l1l> 251
<212> PRT
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<213> Homo sapiens

<400> 223
Gln Val @Gln Leuw Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 190 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr vVal Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 : 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Ala Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val-
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gla Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 ’ 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 224
<211> 251
<212> PRT
<213> Homo sapiens

<400> 224
@Gln Val Gln Leu Val Glu Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Tyr
20 25 . : 30

Gly Ile Ser Tfp Val Arg Gln Ala Pro Giy Gln Gly Leu Glu Trp Val
35 ’ 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 ) 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
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180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phé Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 225
<211> 251
<212> PRT
'<213> Homo sapiens

<400> 225
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met His Tyr Tyr
100 105 110

Pro Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 ’

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140
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@

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glm Gln Lys Pro Gly Gln Ala Pro Brg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 i 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys.Arg
245 250

<210> 226
<211> 251
<212> PRT
<213> Homo sapiens

<400> 226
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Rla Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
5Q 55 . &0 ‘

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala .Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Leu Ser Gly Gly Gly
115 120 123

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 1490

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg-Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 . 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 227
<211> 251
<212> PRT
<213> Homo sapiens

<400> 227 '
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
. 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 ) ’ 40 . 45 ’
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Gly Txp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala.Gln Lys Phe
50 55 60

@ln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Gln Tyr Phe
100 105 110

Arg Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly @Gly Gly CGly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
, 130 135 ‘ 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ! 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 228
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 228
Gln Val Gln Leu Vval Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr .Ala Val Tyr Tyr Cys
85 90 : 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Gln Val Phe
100 105 110

Asp Thr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 120

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 : 215 220

Asp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 © 240
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 229
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 229 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 Q0 95 .

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Teu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Val Ser Gln Ser Val Thr Arg Gly Trp Val
) 165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Giy Ser
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195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr ‘Arg Leu Glu Ile Lys Arg
245 250°

<210> 230
<211l> 251
<212> PRT.
<213> Homo sapiens

<400> 230
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ' 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 , 55 80

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Fhe
100 105 N 110

Asp His Trp Gly Gln Gly Ala Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 T 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glm Gln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyrx
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arxrg Phe Ser Gly Sexr
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 231
<211> 251
<212> PRT
<213> Homo sapiens

<400> 231

Gln Val Gla Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phé Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg CGln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60 .

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 : 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Asp Tyr Tyr
100 105 110
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Ser Ser Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 - 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1980

Gly Thr Ser Arg aArg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 232
<211> 251
<212> PRT
<213> Homo sapiens

<400> 232
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly ala
1 5 ' 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Fhe
50 . 55 60
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Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

IJle Glu Leu Arg' Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . g0 95

Ala Arg Pro Phe Tyr Asp Ala Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 ‘ 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 i 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205 .

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

-Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 233
<211> 251
<212> PRT
<213> Homo saplens

<400> 233
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
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20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Glmn Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr ‘Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr val Ser Sexr Gly Gly Gly
115 lZQ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 . 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 . 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Arg Ser Val Thr Arg Gly Trp Val
165 170 . 175 ¢

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
185 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln @ly Thr Arg Leu Glu Ile Lys Arg
245 250
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<210> 234
<211> 251
<212> PRT
<213> Homo sapiens

<400> 234
Gln val @ln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg GIln Ala Pro Gly Gln Gly Leu Glu Trxrp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Tle Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr aAla val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyx Val Phe Pro Phe Tyr
100 105 110

Pro His Trp Gly Gln Gly Thr Met Vval Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Glmn Ala Pro Arg Leu Leu Met Tyr
180 . 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
1985 200 205

Glu Ser Gly Thr aAsp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
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210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 235
<211> 251
<212> PRT
<213> Homo sapiens

<400> 235
@ln Val Gln Leu Val Gln Ser Gly Val Glu val Lys Lys Pro Gly Ala
1 5 10 15

v

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 90 . 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Ile Gly Phe Tyr
100 105 110

Pro Val Typ Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Arg Gly Trp Vval
165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 236
<211> 251
<212> PRT
<213> Homo sapilens

<400> 236
Gln val @Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser His
20 25 . 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 . 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 25

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyf Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 153 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Glan Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 180

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
i85 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 237
<211> 251
<212> PRT
<213> Homo sapiens

<4Q0> 237 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Met Asp Phe Tyr
100 105 110

Ser Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 ) 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Txrp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 . . 190

Gly Thr Ser Arg Arg Ala Thr Gly VvVal Pro Asp Arg Phe Ser Gly Ser
198 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agp Phe Ala val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 238 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 238
<211> 251
<212> PRT
<213> Homo sapiens

<400> 238 .
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Aryg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
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35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ) 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Ile Val Ser Ser Gly Gly Gly
115 ) 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 i 185 190

Gly Thr Ser Arg Arg Ala Thr Gly val Pro Asp Arg Phe Ser Gly Ser
158 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 . 220

Asp Phe Ala Val Tyr Tyr Cys Gln Glan Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 238
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 239
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 : . 10 15

Ser val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 €60

Gln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 © 70 75 : 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Axrg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
' 165 170 . 175

Ala Trp Tyr. Gln Gln Lys Pro Gly Glm Ala Pro Arg Dheu Leu Met Tyx
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Glm Gln Tyr Ala Thr Ser Pro Arg Thr
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225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 240
<211l> 251
<212> PRT
<213> Homo sapilens

<400> 240
@ln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

. Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Pro Phe Tyr Asp Thxr Leu Thr Ser Tyr Val Leu- Pro Phe Tyr
100 105 110

Ala Leu Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 - 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glmn Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190
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Gly Thr Ser Arg Arg Ala Thr @Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Pro Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 241
<211> 251
<212> PRT
<213> Homo sapiens

<400> 241
Gln val Gln Leu Val Gln Ala Ala Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 ’ 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Sexr Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 . 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Vai Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140
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Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 242
<211> 251
<212> PRT
<213> Homo sapiens

<400> 242
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 ’ 55 : 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 . 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly @ln Gly Thr Met Val Thr Val Ser Ser CGly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 - 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe CGly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 243
<211> 251
<212> PRT
<213> Homo sapiens

<400> 243
Gin Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly 3dla
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 4Q 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
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50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Gly Asp Thr Ala Vval Tyr Tyr Cys
85 90 g5

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Ser Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190 .

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 ‘

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 244
<211> 251
<212> PRT
<213> Homo sapiens

<400> 244
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 %0 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Leu Pro Tyr Leu
100 105. 110

Thr His Trp Gly Gln Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 . 150 155 160

Ala Thr Leu Ser Cys Arxrg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 1390

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 1220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Rla Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
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245 250

<210> 245
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 245
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 " B0

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr val Phe Gln Tyx Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Vval Thr Val Ser Asn Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 ' 190

Gly Thr Ser Arg Arg BAla Thr Gly Val Pro Asp Arg Phé ser Gly Ser
195 200 205
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Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 246
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 246
Gln Val Gln Leu Val Gln Ser Gly val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Sexr Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Glan Lys Phe

@ln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 ; 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
: 100 105 110

Asp His Trp Gly Gln Gly Thr Met val Thr val Ser Asn Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 178

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Prc Arg Leu Leu Met Tyr
180 185 ' 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

‘ Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly @Gln Gly Thr Axg Leu Glu Val Lys Arg
245 250

<210> 247
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 247
Gln Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 - 45

Gly Trp Tle Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyx
65 70 : 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110
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Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gin Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
N 195 200 : 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Agsp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 248
<211> 251
<212> PRT
<213> Homo sapiens

<400> 248
Gln vVal Gln Leu Val Gln Ser val Val Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

@ln Gly Arg val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
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65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser ¢ln Ser vVal Thr Arg Gly Trp Val
165 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu. Thr Ile Ser Arg Leu Glu Pro Glu
210 215 : 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thrxr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 249
<211> 251
<212> PRT
<213> Howmo saplens

<400> 249
Gln val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly 2la
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30° '
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

@ly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

@Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 ' 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 : 155 160

Ala Thr Leu Ser Cys Arg Ala Asn Gln Ser Val Thr Arg Gly Trp Val
165 170 178

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 150

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Sexr-
195 200 205

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ala Thr Ser Pro Arg Thr
225 230 235 240

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 250
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<211l> 251
<212> PRT
<213> Homo sapiens

<400> 250
Gln Val Gln Leu Val Gln Ser Gly Val ¢lu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Val
35 40 45

Gly Trp Ile Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 50

Gln Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Ile Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr aAla Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gln Tyr Phe
100 105 110

Asp His Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ) 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr
130 135 140

Thr Leu Thr Gln Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 . 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Thr Arg Ala Trp Val
165 ‘ 170 175

Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Met Tyr
180 185 - 190

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 208

Glu Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220
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